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clone name : FLAG-His—elF5A on pcDNA3.1

@ Clone ID

® Lot .

@® DNA Concentration .
@® Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 13751

13751 _ ABAS

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis :

Restriction enzyme

13751
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Ncol

100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

EcoRI 6.0 kbp
Ncol 3.3,1.2,08, 0.7 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence - A CMV-Forward Sequence — E -
Sequence — B SV40pro_F Sequence — F -

Sequence - C =

Sequence - G

Sequence - D 2=

Sequence — H

APPROVED BY :

http://dna.brc.riken, jp/index.html



Applied

Bi osystems D02955A2_ABA5_6_CMV_Forward_A09_03 Inst Model/Name 3500/3500 Instrument
D02955A2_ABA5_6_CMV_Forward Mar 11,2016 01:52PM, JST
S/N G:47 A:46 T:54 C:65 primer name A CMV- Forward KB_3500_POP7_BDTv3.mob Mar 11,2016 02:18PM, JST
KB.bep _ . Pts 1473 to 12806 Pk1 Loc:1450 Spacing:11.34 Pts/Panel1350
KB1418 Cap3 5'-GCACCAAAATCAACGGGACTT-3'  yersion 6.0 HiSQV Bases: 1019 Plate Name: 20160311_mix
[ "G TITCIAC TCCGCCCCATTG AC GCEF TGGGCGGTAGGCGTGTACGGTG GG AGGTCTATAT GCAGAGCTICTCTG GCT CTAGAG CCCACTGCTTACTG GCTTA]
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CCAGACAGGAGATGCAGGGGCC TCAGCCACCTTCCCAATGCAGTGC TCAGCATTACGTAAG TGGCTTTGTGGTGCTCAAAGGCCGGCCATGT GATCGTCGAGATGTCTAC
m% 226 Y 235 244 253 262 271 280 289 298 207 316 325 334
Seq.x NM_00(970.4; (23F
1252 v = w
626
0 . » 4 A
TTCG GACTGGCAAGCACG GC CACGC C: GGTCCATCTGGTTGGTATTGACATCTT TACTG GG G ATATGAAGATATCTGCCCGTC CTEATAARATATGEGATIGTCCCE
343 352 361 370 379 388 397 406 415 424 433 442
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CATCI GGAATGACTTCCAGCTCGATTGGCATCCAGGATGGGTAC CTATCACTGC TCCAGG ACAGCGGGGAGGTAC GAGAGGACCTTCG TCTCCCTGAGGG AGACCTTGEL
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AAGGAGATTGAGCAGAAGTACGACTGTGGAGAAGAGATCCTGATCACGG TG CTGTCT GCCATCGACAGAGR AGGCAGC TGTTGCAATCAAGGC CAT GG GATTAC
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Applied

Biosystems D02955A2_ABA5_6_CMV_Forward_A09_03 Inst Model/Name 3500/3500 Instrument
D02955A2_ABA5_6_CMV_Forward Mar 11,2016 01:52PM, JST
S/N G:47 A:46 T:54 C:65 KB_3500_POP7_BDTv3.mob Mar 11,2016 02:18PM, JST
KB.bcp Pts 1473 to 12906 Pk1 Loc:1450 Spacing:11.34 Pts/Panel1350
KB 1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 1019 Plate Name: 20160311_mix
GGACGACGATG ACAAGICACCACCATCACCAT CAC|TG ACTCGAGTATATAAGGGTCAAGACAAT TCTGCAGAT ATCCAGCACAG TG GCGGCCGCTCGAGTCTAG AGG G
676 _ 685 694 1 703 _|sTo 712 721 730 739 748 757 766 _ 775
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- CCGCGGTTCGAAGG TAAGCC TATCCCTAACCC TC TCCTCGGTCTCGAT TC TACGCGTACCGGTCATCATCACCATCACCATTGAGTT TAAACCCGEGC T TGATC
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BCcEPccAlc T TGCC P TE TAGTIGC CAGCCATCTG TTGTITGLCECE TCCEEEGEGTELCE TTCC TIGACCCT LG GAAGGEGTGEGECACTECCACTS TCCT T T
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Applied

D02955A2_ABA5_6_SV40pro_F_C09_09 Inst Model/Name 3500/3500 Instrument
'Biosystems = i =
¥t D02955A2_ABA5_6_SV40pro_F Mar 11,2016 01:52PM, JST
SIN G:847 A:653 T:668 C:1019  primer name  § : SV40pro_F KB_3500_POP7_BDTv3.mob Mar 11,2016 02:18PM, JST
KB.bcp : i Pts 1380 to 12732 Pk1 Loc:1357 Spacing:11.29 Pts/Panel1350
KB1418 Cap9 5'- TATTTATGCAGAGGCCGAGG -3 Version 6.0 HiSQV Bases: 990 Plate Name: 20160311_mix
CET GTE FIT GG ERT GTAGTG2G G IGGCTTTTTT G GAGGCCTAGGETT TTGC GCTCCCGGE ABGCTTG TATATCCATT TTC GGATCT GATCARAG AGACAG G
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TGAGGATCGTTTCGGAT TTGAACAAGATGEGGATT GCARGE DD%HOHOOOOOOOOHHQO&%QO GAGGCTATTC GGCTATG ACTGGGLCACAAC ; TCGGCTGCTCTAd

09 118 m.gm.u.f.. 136 145 154 163 172 181 190 199 208 227
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TGCCGCCG TG TTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTG TGAACTGCAGGACGAGGCAGCGCGGCTATCGTGGCTG
226 235 244 253 262 271 280 289 298 307 316 325 3}
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- | | ]

GCCACGACGGGCGTTCCTTGCGECAGC TGTGCTCGACGTTGTCACTG GCGGG G GGACTGGCTGC TATTGGGCG GTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCT,

34 343 352 361 370 379 388 397 406 415 424 433 442
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CCTGCCGAG GTATCCATCATG GC TGATGCE? PEEGGCECGE TG CGATACGE T IGATCEGGCTACCTGEGCCEC TTCGACCACCE GCGAAACATC GCATCGAGCGAGCACGTACG
451 460 469 478 487 496 505 514 523 532 541 550 559
1062

. | NN W MoV

TCEGATGGAAGCCGGTCTTGTCGAT CAGGATGATCTGGACG AAGAGCATCAGGGGCTCGC GCCAGCCGAACTGTTCGC CAGGCTCAAGGCGCGCATGCCCGACGGLG GG
568 o 586 595 604 613 622 631 640 649 658 667
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- Applied
w_0m<mﬁm3m D02955A2_ABA5_6_SV40pro_F_C09_09 Inst Model/Name 3500/3500 Instrument

D02955A2_A6A5_6_SV40pro_F Mar 11,2016 01:52PM, JST
S/N G:847 A:653 T:668 C:1019 KB_3500_POP7_BDTv3.mob Mar 11,2016 02:18PM, JST
KB.bcp Pts 1380 to 12732 Pk1 Loc;1357 ' Spacing:11.29 Pts/Panel1350
KB 1.4.1.8 Cap9 Version 6.0 HiSQV Bases: 990 Plate Name: 20160311_mix
TCTCGTCGTGACCCATGGCGATGCCTGCT TGCCGAATATCATGGTGGARAATGGC CGCTT TTCTGGAT TCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGLC TAT
676 685 694 703 712 721 730 739 748 757 766 775
1062
- g%ﬁ?%?é?ﬁ?ﬁ?
CAGGACAT AGCGTTG GCTACCCGTG ATATTGCTGAAGAGCTTGGCGGCGALTGGGC TGACCGCTTCC TCGTGCTTTACGGTATCGCCGC TCCCGATTCGC
784 793 802 811 820 829 838 847 856 865 874
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