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n RIKEN DNA BANK clone name : pUG18-HTK (with promoter)

O Clone lD

O Lot

O DNA Concentration

O Volume

O Form

O Host

O Culture

O Antibiotics

O Purification

RDB 03436

13745 A7Ka

25 nanogram/microliter

40 microliter

DNA solution in TE burer

DH5 alpha

LB medium

25 microgram/ml Kanamycin

QIAGEN QlAprep Spin Miniprep kit

O Digestion by restriction enzyme

l kb Pius DNA Ladder

(NEB#N3200L),
250 ngノ、vell

(kbl

Bg:==+Sal= 3.■′0.6

O Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Electrophoresis i   100  nanogram [)INA perlane i ll%agarose gel,lx・T′へE Burer

Restriction enzyrne           Expected size of fragnnent

Bg:=工       :            3.7            kbp

Sal= 3.7 kbp

kbp

kbp
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Sequencg naJne Primer lD Primer name Confirmed feature

Sequence - A Pr0324 AFR insert 5'( pro,HTK 5')

Sequence - B Pr031 0 pUC―M13_-100 insert 3'(HTK 3')

Sequence - C

Sequence - D

Sequence - E

Sequence - F

Sequence - G

Sequence - H
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