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@ Clone ID

@® Lot

@ DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@® Antibiotics

@ Purification

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0
40
30

15
12

1.0

0.1

Erectrophoresi

Restriction enzyme

RDB _ 00917

13739 _ ASLm

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha / Gigapack Il

100 microgram/ml Ampicillin

QIAGEN QlAprep Spin Miniprep kit
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Swal
Miul

Clal

( A HindIll marker)

S

91

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

Swal 425 kbp
Miul 294,58, 43,18, 1.1 kbp
Clal 42.5, 0.01 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

Amp_R

Sequence — E

Sequence - B

Sequence — F

Sequence — C =

Sequence - G

Sequence — D =

Sequence — H

APPROVED BY :

V455N
(161.29 )
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http://dna.brc.riken,jp/index.html



Applied

0917_13739_A5Lm_1_Amp_R_G04_19 Inst Model/Name 3500/3500 Instrument
Biosystems 00917_13739_ASLm_1_Amp_R_G04_
y 00917_13739_A5Lm_1_Amp_R Jan 22,2016 10:22AM, JST
S/N G:1755 A:1456 T:1222 C:980 primer name P” Amp R KB_3500_POP7_BDTv3.mob Jan 22,2016 10:47AM, JST
KB.bcp ; Pts 1373 to 13388 Pk1 Loc:1350 Spacing:11.84 Pts/Panel1350
5'-GCGAC AAA -3
KB 14.1.8 Cap:19 AEGE TGTTGAATA-3 Version 6.0 HiSQV Bases: 961 Plate Name: 20160122_GNP
BT T TTTA AT TAD GCAT T TAT (A GGG TTATT GTC TCATGAGCGGATAGCATATT T GAAT GTAT T'TA G T C TAGG GGT TCCGC GCACATT TCCC
31 41 51 61 71 81 91 101
:G GT GCCACCTG ACGTC TAAG CCAT TATTATCATG ACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTC TG GG GATC GG GG CCAATAT
gl 121 1 141 151 161 L7 181 191 201 211 2
EcoRT BamH L
1104
552
GATAAT GAGG GGGTGGAGTTTGT GACGTGGCGC GEGGCGTGGGAAC GEGGGCGGGTGACGTAGTAGTGTGGCGGAAGTGTGATGTTGCAAGTGTGGCGGAACACATGTAAGCG
21 231 241 251 261 291 281 291 301 ZHN 321 331
1104
552
CEGATGTGGE GTGACGTTTTTGGTGTGC GCCG|GTGTACACAGGAA GTGACAATTTTCGCGC GG TTTTAGGE GGATGTTGTAGT TTTGGGC GTAACCGAGTAAGATT
341 351 361 R71 381 391 401 411 421 431 441

1104 Ly AdH Y

TGGCCATTTTCGCGGG L TCTG& T .__HHOHQH] CTCATAGECGCGTAATATTTGETET mmmonmommmo ETTTGEAC CGTT T'RCET GL
451 461 471 481 491 501 15,51 I SE1 531 541 S5l
1104 Adb W
0 YW
WA\ MM é%ﬁ%%?%
0 WY \
5 GACTCGCEC.C GCGTGTTTTTC TCAGGTETTTTCCGCET TCCGEGGTC GTT EGECETTTTATTAT TAT GTCAGCATCGATTT T TTETCGACTEGEGCGACGATG
561 571 581 591 601 611 621 631 t41 51 e o7 T 5}
Clal Clal ¢ (1 NwT
a u
1104 il
552
0
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Applied

Biosystem 00917_13739_A5Lm_1_Amp_R_G04_19 Inst Model/Name 3500/3500 Instrument
y - 00917_13739_A5Lm_1_Amp_R Jan 22,2016 10:22AM, JST
S/N G:1755 A:1456 T:1222 C:980 KB_3500_POP7_BDTv3.mob Jan 22,2016 10:47AM, JST
KB.bcp Pts 1373 to 13388 Pk1 Loc:1350 Spacing:11.84 Pts/Panel1350
KB 1.4.1.8 Cap:19 Version 6.0 HiSQV Bases: 961 Plate Name: 20160122_GNP
TCTGGAAG GTGC TGAGGTAL GAT GAGAC CCGCACCAGGTGCAGACC CTGCE AGTG TG GCGGT CATAT TAGGAACCAGCCTGTGATGCTGGAT GTGACCGAGGAGCTG
il 681 691 701 711 721 731 741 751 761 771 7
1104
552
0 g@%%%ﬁﬁ%%{ﬂ%@@%%@g
G GECCGATCACT TGE TEETOEGCCT GCACCCGEGETGAGTTTG GETCTA GCGAT R ACAGAT TGA GETACT G TETGTGEGGCETEGE TT GGCTGGG
81 791 801 811 821 831 841 851 861 871 881 89!
1104
552
0 A 06 Y0000 e 30000000 X 60000000 o000 LA X00000C 20000000l ST
TATAAA GET GGGGGTCTTATGTAGTTTTIGT ATCTGTTTT GCAGCAGCCGCCGCCGCCATGAGCACCAAC TC GTTT GATGGCAA GC (

901 911 Hz1 971

931 941 251, 961

1104

552
IGCGCATGCCCCC(ATGGGGE GGGGGTG CGITCA G TGETG AT GGGCECUICTCCAGCCA T 16 gSm__mom CCCTe et T 66 TIC THIC €egi CETT TACT c

a5} 1021 1031 1041 1051 1061 1071 1081 1091

1104

552
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T TAIG G C iG 1GGT 'CT TGGG CGEALE C T & 6.0 C T1G C G ¢ M T TC & ¢ TP T AGT IC 6 €@ TG CC c ©E CA GG g
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