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@ Clone ID

® Lot

@ DNA Concentration
@ Volume

@ Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

RDB _ 06413

13708 _ ASKa

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

(kb)
10.0
8.0
40

3.0

15
1.2
1.0

0.5

0.1

Erectrophoresis :

4
3
Q
c
>

Restriction enzyme

97  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

Belll 6.0 kbp
EcoRI 46,14 kbp
kbp

kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

CMV-Forward

Sequence — E —

Sequence — B

SV40pro F V2

Sequence — F =

Sequence — C

Sequence - G -

Sequence - D

Sequence — H -

APPROVED BY :

http://dna.brec.rikenjp/index.html



Applied

Bi osystems 06413_13708_AbKa_CMV-Forward_A05_02 Inst Model/Name 3500/3500 Instrument
06413_13708_A5Ka_CMV-Forward Nov 12,2015 01:58PM, JST
S/N G:692 A:693 T:489 C:688  primer name A : CMV-Forward KB_3500_POP7_BDTv3.mob Nov 12,2015 02:24PM, JST
KB.bcp ; ' Pts 1516 to 12341 Pk1 Loc:1493 Spacing:10.79 Pts/Panel1350
5'-GCACCAAAATCAACGGGACTT-3
KB 1.4.1.8 Cap:2 Version 6.0 HiSQV Bases: 906 ) Plate Name: 20151112_mix
T ¥ E T6 6 E-CCATTE _ TGGGCGGTAGGCG TG TACGG TGG GAGGTCTATATAAGCAG AGCT|ICTCTG 6€ TRACTAG AG ARCCCAC TG CTTACTGGE TT Al
i 9 \ 25 33 41 49 57 65 73
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1166 | prowoter
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O l/\ SRR —
TCG TTAATACGAC TCACTATA GGG AGACCCAAGCTGAATTC anm c GG iCGATG *CGATAAGGCGGCCRTG ACGACCCCC GGCCTT
105 113 19 129 137 T1a5 g«mmu 161 169 7 185 193 201 20

7:5 p32710.%,
1166 Eeofl FLAG MAFG N
o —

=

] GGTG GCGGG AGCCGGGTG AG TG GC ﬂo GCCTGACGGATGAGGAGCTGGTGACCATGE TCGGTGCGGGAGCTG CCAGCACCTGCGGGGCETGTCC GG AGG G
217 2Ees 233 241 249 257 265 273 281 289 297 305 313 321 32

2 i ot

TCGTCCAGCETG GCAGCGCCGGCGCACGCTC G CCGCGGLCTACGCTGCCAGCTGCCGCGTG GCGGGTGACGCAG GG AGGAGCTGGAG GCAG GGCGGAGCTGCA
9 337 345 353 361 369 377 385 393 401 409 417 425 433 441

bbbl b %ggz?i%

GCAGG AGGTGGAG GCTGGCC TCAGAG CEGCCAGCATG GCTGGAGETCGACGBUGC TGCGCETCC GTACGAGGCGEC TGCAGACCTTCGC CCLGGACGETGGCLCGEGLAGTY

449 457 465 473 481 489 497 505 513 521 529 537 545 553
ZECGTEECE B CAGEEECEG GEE EECETT mnnmﬁnmonoammmmoono TEGETEECAGHEE GGTGGCLC GLC CACCAGCGTCATC T ETC E GACGGATGCECG
561 569 573 585 583 601 609 617 625 633 641 649 657 66!
1166
583

o A Pt e e
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Applied

06413_13708_A5Ka_CMV-Forward_A05_02 Inst Model/Name 3500/3500 Instrument
Biosystems
06413_13708_A5Ka_CMV-Forward Nov 12,2015 01:58PM, JST
S/N G:692 A:693 T:489 C:688 KB_3500_POP7_BDTv3.mob Nov 12,2015 02:24PM, JST
KB.bcp Pts 1516 to 12341 Pk1 Loc:1493 Spacing:10.79 Pts/Panel1350
KB1418 Cap2 Version 6.0 HiSQV Bases: 906 ) Plate Name: 20151112_mix
TCGITAGIGGCCGC TCGAGCATGCATCTAGAGGGCCCTAT TCTATAGTGT CACCT TG CTAGAGE TCGE TEGATEAGC CTC GACTETECCT TOTAGTT GECAGT
3 Geof 673 681 689 697 705 713 721 729 737 745 753 761 768
ol Xbal
M X
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- eflonerce ool Lo "0
0 E%E&?gﬂgg LA
CATE TET TGTT TG CCC TCCLECE GTEEET TCC TTE AT LT TE GBTGECAEC TCEE TiE TCIC T T PG E T T TTGCATEGECATTG
| 777 785 793 801 809 817 825 833 841 mb@ 857 865
1166
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0 ( 306003600 00000 X 00600000 XX
TCTG "GT TGTGTC 1T CTATTCT GG G Gl TGT G G 11T GCCA GE AC AGC AA GGGGGEGGAGEE ATT GG 6 G ~CC TA G X3
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Applied

Bi osystems 06413_13708_A5Ka_SV40pro_F_V2_B05_05 Inst Model/Name 3500/3500 Instrument

. 06413_13708_A5Ka_SV40pro_F_V2 Nov 12,2015 01:58PM, JST

SIN G:177 A:83 T:91 C:103 primerpame g : SValpro F N2 KB_3500_POP7_BDTv3.mob Nov 12,2015 02:24PM, JST
KB.bcp 5-TCGGCCTCTGAGCTATTC-3' Pts 1519 to 12387 Pk1 Loc:1496 Spacing:10.88 Pts/Panel1350
KB14.1.8 Caph5 Version 6.0 HiSQV Bases: 971 Plate ZmBm 20151112_mix
Giocad GIITT&E A6 CTAGGCTTIE GCTCCCG GG /GCTTG GATATCCAT T TTCGGATCT GATCAAGAG ACAGG ATGAGG ATCGTTTCGCATO ATTGAACAA)

10 19 37 46 < 55 64 T3 82 mﬂuaoo
Ecok Neo R

1130
. ? 5 S?
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FATGGATTGCACGC Dm%ﬂﬁ%ﬁﬁmmﬁnﬂﬁ.ﬂﬁm@mﬁmm G AGGCTATTCGGCTATG ACTGGGCAC TCGGOCTGEC TCTG ATGCCGCCEG TG TTCCGGCTGTECAGC G

109 118 127 136 145 154 163 172 181 190 199 208 217
1130 .
565

o VYUV

SAGGE BCECCCOETTECTITTTTGTC GACCG Oﬁ%m%ﬁﬁmmﬁmﬂﬁnﬁm T & CTGCAGG ACGAGGCAGCGCGEGGCTATCGTG GC TGGCCACGACGGEGCGTTCCTTGCGCAGC T

226 235 244 253 262 291 280 289 298 307 316 325
1130 : Pse I
EE: E::: g ol e E: i
o VTR N NV M U P\ A UL AU YAV U
GTECTCGACGT TG TCACTG GCGGG GGGACTGGCTGCTATTGGGCG mﬂmommomoo GGATETEECTGT CATCT CAEGE TTE T CETECCEAG GrTATCICATCATGGEGC T
334 343 352 361 370 379 388 397 406 415 424 433 442
1130
gg%?%% pli A
GATGC TGCEGGCGGCTGCATACGCTTG TCE GG CTACECTE CECARATTEEAL EAL C G CG CATC GC TCGAGCGAGCACGTACTCGGATGG GC CE BGTETTGEGTC GATC
451 460 469 478 487 496 505 514 523 532 541 550 55
1130
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/%s %éégéé%z%? fé/\%s%\@%?%%é?%géi?
TGAT I GGACG GAGCATCAGGGGCTOCGEGCCAGC CG RGO SAGERE IE GGCGCGC TGCCCGACGGE GAGGATCTCGTCGTGACECATGGLC GATGCQ
9 568 577 586 595 604 613 622 631 640 649 658 667
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Applied 06413_13708_A5Ka_SV40pro_F_V2_B05_05 Inst Model/Name 3500/3500 Instrument

Biosystems 06413_13708_A5Ka_SV40pro_F_V2 Nov 12,2015 01:58PM, JST
S/N G:177 A:83 T:91 C:103 KB_3500_POP7_BDTv3.mob Nov 12,2015 02:24PM, JST
KB.bcp Pts 1519 to 12387 Pk1 Loc:1496 Spacing:10.88 Pts/Panel1350
KB 1.4.1.8 Cap:5 Version 6.0 HiSQV Bases: 971 Plate Name: 20151112_mix
TGCTTGC CGAATAT CATGGTGG TEGCCEBCTT ITTCIGCGATTOATEGACTG TG GECG GCTGGGTETGGCGGACCGC TATCAGGACATAGCETTIGGCTACCOY

676 685 694 703 712 721 730 739 748 757 766

1130

T A T L e AT s e N Y Y N I S

TGATATTGEC TG GAGCTTGGCGELE AARTE G ETEGACCEC ITTC CTCE TECTTTACGG TATEGS CEGCTECCEEAT TCGLAGCGECATCGE ETT EGTATCE GE

775 784 793 802 811 820 829 838 847 856 865

1130
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0 ggégggg;%?géﬁ
C TTG T EG CG GTTET T ETE G C GGG Oqoemmmm_oﬂ,ﬂnm TG CCG C ¢ 7 GCGACG CCC GC TG CC A d il
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0 D B O O Y Do O G D v B i . S 4 S SRR < ..
GG CGC &G CCGGEGEC TT GG T & GGG TTTGGGG C TTC GG TCG TTTT CCE EEG & CG CCC G G C TECGG TG ITEE TI G2 |

964 973 982 991 1000 1009 1018 1027 1036
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CCG C GG G G A T Mg T6 C TGGG G T €< T C GG EC 3 @ € Z [ T T & mi . P T E G (ool ]
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