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QIAGEN QlAprep Spin Miniprep kit

O Digestion by restriction enzyme

l kb Plus E)NA Ladder

(NEB#N3200L),
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{kb)

EcoRI 6.5

EcoRV+EcoRI 4.7′ ■.9

O Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

O Clone lD

O Lot

O DNA Concentration

O Volume

O Form

O Host

O Culture

O Antibiotics

O Purification

Electrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
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Sequence name PrimeriD Primer name Confirmed feature
Sequence - A Pr0838 pET_laclpro_R lacO,RBS,inse威 5:(Eqt‖ (8-69)5')

Sequence - B Pr01 55 T7 terminator 6xHis,insert 3〕 (EGFP 3')

Sequence - C Pr0905 EGFP―N R2 insen mid(EGFP 51,Eqt‖ (8‐69)31)

Sequence - D Pr0335 pGL3_RV4 lacl

Sequence - E

Sequence - F

Sequence - G

Sequence - H

APPROVED BY
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