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RIKEN DNA BANK cione name: pEGFP‐SODl_G93A

a Clone lD

O Lot

a DNA Concentration

a Volume

O Form

a Host

O Culture

a Antibiotics

a Purification

:   RDB_13392

:   13392_A5Ed

: 25nanoqram/microliter

: 40 microliter

:   DNA solu‖ on in TE buffer

: DHs alpha

: LB medium

: 25 microgram/ml Kanamycin

:   QIAGEN QIAprep Spin M n p「ep kt

a Digestion by restriction enzyme
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O Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Electrophoresis : 100 nanogram DNA per lane; 1% agarose gel , '1 x TAE Buffer

Restriction enzyme

EcoRI

Expected size of fragment

5.2

BamHI 5.2

EcoRI+BamHI 4.7′ 0.5

kbp

kbp

kbp

kbp

Sequence name Pttmer lD Primer name Confirmed feature
Sequence - A Pr0016 CMV Fonvard CMV pro.nsert,ECFP 5'

Sequence - B Pr01 54 SV40pro_F_V2 SV40 pro_ori,NeoR_KanR

Sequence - C

Sequence - D

Sequence - E

Sequence - F

Sequence - G

Sequence - H
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3ACTCTCAGGACACCATTCCATCATTCCCCCCACACTCCTGGTCCATGAAAAACCAGAT
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151          460          469          478          487 
‐         496          505          514          523          532

307          316

424         433

325

ATCCACAAAACACGGTGGGCCAAAGGATGAACACAGGCATCTTCCAGACTTGGCCAATGTCACTCCTCACAAAGAT二
£
』

GTGCCCCATGTGTCTATTGAACATTcTGTCATcT

AAGTACAAACACAGGAAAC GC TC GAAG

TCG GATCCC CCAA
586         59

GG=1l CC TC
GCC
604

541
550

TGACCAAGGCCGAGGACCT CT TCACCG GGGTGGTCC CCATCCTC GTC Gハ
6R,。

L~  622
658

Printed oni 1/Ved」
u110,20

1904:18PM,JS丁

′
へ
||

B
anH

l
)舌

q FP
631

640            649

E
lectropherogram

 
D

ata page 1 of 2

1168

584

0

GGACGTCTATATAACCAGACC

TCCAGCTCAAGCT
TCCAATTC.cc

GCG ACCAAGGCC GTGTCCGTCCTGAAGGCCCAC

んゞ
0り

7よ「
Wtr呵

145
154

163

1168

584

0



メヽ
硬Ь

ttBttms
Sノ
NG:206A:175丁

:156 Ci194

KB bcp

KB l.4.1.8  Cap:15

1339213392A9G8F2CMV―
Fomard E03 15 A

B124
1339213392A9G8F2CMV―

Forward

KB 3500 POP7 BDttv3 mob
Pts 1394 to 12932 Pkl Loci1371

Version 6 0  HiSQV BaseSi 1010

!nst Modelノ
Name 3500ノ

3500:nstrument
」
u!10,2019o2:00PM,JsT

」u110,2019o2:27PM,JsT
Spacing:11 42 Pts/Panei1 350

Plate Name:20190710 mix
3CCACGTAAACG CCCACAA GTTCA GCGTGTCCG GCC ACC CCG AG GCCCATC

C CAC CTACG GCAACC TG ACC CTGAAGT TC
ATCT CCAC

676           685           694           703           712           721 
‐          730         

  739           748           757
CAC CGCCAAGC TCccC G TCc

766
775

GCCATGCCC GAA G
874           883

1168

584

01168

584

01168

584

0

3CTCGCCCACCCTCG TCACCACCC TC ACC TACGGCG TCCAC TC C TTCA CC
CCC TACCCCC ACCACATCA AG CA CC AC GA

CT TC TT(AAG TCC
784          793           802           811           820           829           838           847           856           865

TAC GTCCAGG ACC CCAC
892            901

CA TC TTCT910

TCiACG ACC ACCC
CAAC TACAAC ACCC CCGCCG AGGTCハ

A G
919            928            937            946

TTC CAC GGCCACACCC
955            964

TCG TC AACCGC
973

ATc982

A
G

C
T

G
'T

!h 
G

G
CATCG AC TTC nA G

1000

ACCCAC GC C
1009

βA C A TCC TC
1018

GGGC ACAA C C
1027

T CGハ
G TA C

1036
TAC AA C AC CC AAC

AA C
104

1168 E
qF

P

991|

→

|

584

0

AA C GG G  C CACA C CC G
l144

1168

584

G GG
l153

1063

1135

C ATT CC  CC G ACAA C CA 9,ハ
A  C AAA CC G  C A T CC AA   G  TG  A CC  T T C AA CG  A  T  C  CG  C  A C A A  C  A  T c  G  

ハ

072              1o81               (1090                1099 
                   1lo8               

1117                         1126

Pr
inted on:Wed」

u110,20
1904:18PM,JST

E
lectropherogram

 
D

ata P
age 2 of 2



メ暉 田ゝ
島8輿

ms

Sノ
NG:12A:10T:10C:11

KB bcp

KB1 4.1.8  Cap:7

13392

p‖
mername tt  i SV40pro_F二

∨
2

5:…
丁
CGGCCttCttGAGCTAl~「

C-3:

13392=A9G8F_2_ V40pro_二
V2_ 08_ 7JB108

13392_13392二
A9G8F_2_SV40pro_FttV2

KB 3500 POP7 BDttv3 mob
Pts 1546 to 13472 Pkl Loc:1523

Version 6 0  HiSQV Basesi 744

:nst Modelノ
Name 3500/3500 instrument

」
ui 09,201901:40PM,JS丁

Ju1 09,201902:22PM,」
S丁

Spacingi12 31 Pts/Pane11 350

Plate Name:20190709 dnabank

TF(G/(CTTTTT TTG(GAF((CC

1354

677

0

CCACC CC■
i CTGTT CGCCA GGCTCAAG

575       582       589       596
CCC ACCATC CCC CACGCCGAGGiT CTC

603       610        617       624

T GCT TGC CG,fTIT C'lT(GG.TC G:「
●

1「
lT GCCC

652       659      6f6        673
GTC G TCiC CC iTG GCGATCCC

G AGrCAG Gr■
9ACGrTCGTTTCC

ATTC AACAAC ATC Gハ
TTGCAC CCAG GTTCTCC GGCCCCTTGG

4し
lalメ

il十
り
仏
欄

64
71

78       85        92
99       106

GGG GCCCCCGGTTCTTTTT CTCAAG

113

TCGAG■
GGC TATTCCCC

20       127       134

TiTG iCTGG GC Ct
141       148

μ
ο
2/メ

o"F乙

CAG iCAAT CG CCTCCTC TG■
TGCC GCCG TC TTCCGGCT

 GTCACCCCr
155       162       169       176       183       190       197

Ｃ
Ｇ

Ｃ
ｔ２
２
５

1354

677

01354

677

01354

677

01354

677

0

TCCGGTCCCCTCAAT GAACTCCAAG AC GACCCACCCCCCCTハ
TCGTCCCTCCCCACCACGGCCGTTCCTTGCCCACCTGTCCTCCACGTTGTCACTCAAGCGGGAACGGACTcl

2      239
281      288

295
302

309

204

316

211
218

246
253

260
267

274
323

330
337

344 1

|

GCTCCTATTCCCCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTCCTCCTCCC
GAGAAAGTATCCATCATGGCTGATCCAATCCCCCGGC

i=2C'TACi∴
TTG AT:臭

GGI
351       358       365       372       379       386  

     393       400       407       414 
      421       428       435

3TACCTCCCC ATT
C CACCACCA AGCGAAACATCG CATCGAGC GACC AC G■

ACTCGGATGGAAGCCGGTCTTGTCGATCACCATGATCTCCACGA糞
4AGCtT:ACGGCCξ

∴

CCl
463       4

70       477       484       491       498       505       512       519       526       533       540       547

Printed on:丁
ue」

u!09,201904:13PM,JS丁
E

lectropherogram
 

D
ata P

age 1 of 2

CTTTT CCAA
36


