Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK

clone name : pGL4-phSERPINE1(PAI-1)

@® DNA Concentration

® Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

2-Log DNA Ladder

(NEB#N3200L),
125 ng/well

(kb)

RIK=H

BRC
@ Clone ID RDB _ 07461
® Lot 13380 _ A5Dn

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

10.0
8.0
4.0
30

1.5
1.2
1.0

0.5

0.1

6.0
5.0

20

Erectrophoresis : 11 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
BamHI 5.7 kbp
Bgll 42,15 kbp
Ncol 48,09 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence - A

pGL4-4174F

Sequence — E

Sequence - B

pGL4-136R

Sequence — F

Sequence — C

Sequence — G

Sequence — D

Sequence — H

APPROVED BY :

http://dna.bre.riken jp/index.html




» Applied 07461_13380_A5Dn_pGL4-4174F_A06_03 Inst Model/Name 3500/3500 Instrument

vw_om. stems
y 07461_13380_A5Dn_pGL4-4174F May 12,2015 03:52PM, JST
S/N G:637 A:639 T:787 C:1214 primer name A pGL4-4174F KB_3500_POP7_BDTv3.mob May 12,2015 04:19PM, JST
KB.bep ' Pts 1510 to 12662 Pk1 Loc:1487 Spacing:11.0 Pts/Panel1350
5-TAGCAAAA -3 &
KB 1.4.18 Cap:3 TNEECTETE0ET-3 Version 6.0 HiSQV Bases: 968 _\ﬂ..\ primer Plate Name: 20150512_bank
CTG GT Ci6 AC TTTCTC TGGCCTA CTGGCCGGTACC TG AGCTCGC TAG GC TCG AGG ATECCAC TEC TCATCAC TCGCATTACCACCAGAGC TCCACTCCCTS TEAG
1 10 19 @ 28 37 46 55 64 73 82 ML I 100
LT ol ac
1132 ¥ Conl pacl & 7 P SERPINEL (par-1)
: N W00 »
/ [
0 RO ) N . OOV YV XYV TRV ‘ .
TCAGCGCGCGGCAT TAGATTET CATAGGAGCTCE AACCETAT TC T CTET TCATG TGAG GG ATCTAGGT TGCAAGCTCCCTATGAGAATCTAATGCCTGATGATCTGTC
109 118 127 136 145 154 163 172 181 190 199 208 21
1132 Sac
566
0 j
CGGTCTCCCATCACCCCTAGATGGG ACCATCTAGTTGCAGG ARAACAAGCTCAGGGCTCCCACTGATTCTACACGATGG TG AATTGTGGAATTAT TTCATTATATATATTACH
7 226 235 244 253 262 271 280 289 298 307 316 325
1132
566
0 . | VTV YWY
TGT T T TAG T GCACAC it T'GT TG TECITTG TCATCCCG CCATCCCACCCTGGTCTGTG : TT GT.CTTCCAT & CCLGTCCCTGGTY
334 361 370 388 397 406 415 424 433 442
1132
VAN il
0
CGTTGAGGACCACTGE TCCACAG AATCTATE 66 TCACTCTTCCTCCCETOACCECCET TGCE G GCACACCCTGC CCTGCCATGAATT GACACTETETY
460 469 478 ag7 496 505 514 523 532 541 550
1132
/3 W e
0 LY _
TCTATCCCTTTTCCCCTTGTGTCTGTGTCTGGAGG ARGAGGAT GGACAAGCTGCCCCAAGTCCTAGCGGGCAGCTCGAGG CTTACACGTTGGTCTCCT
559 568 577 586 595 604 613 622 631 640 549 658
1132 \
566 / ( ,.
<< ot W s e M
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>Eu__mo_

) W_OM<MAm3m 07461_13380_A5Dn_pGL4-4174F_A06_03 & Inst Model/Name 3500/3500 Instrument
07461_13380_A5Dn_pGL4-4174F May 12,2015 03:52PM, JST
S/N G:637 A:639 T:787 C:1214 KB_3500_POP7_BDTv3.mob May 12,2015 04:19PM, JST
KB.bcp Pts 1510 to 12662 Pk1 Loc:1487 Spacing:11.0 Pts/Panel1350
KB 1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 968 Plate Name: 20150512_hank
GTTTCCTTACCAAGCTTT TACCATGGTAACCCCTGGTCCCGTTCAGCCACCACCACCECCACC CAGCACACECTCCAACCTCAGCCAGACARAGGBT TG TTGACACAAG AY
667 676 685 694 703 712 721 730 739 748 757 766
1132 Hind L Ncol
0 vy MMM MM
3 A GECC T CAS GE GEACAG AG GTCTG GACACG TGG G GTCAGCCGTGTATCATCG G AGGCGGEGCCGGEGCACATGG CAGGGATG
775 784 793 802 &_ 820 829 838 847 856 865
NC_000007.1¥, _
1132 2662 |
0
- Vel _ 1¢0M
0
ETECTETET TEE B CE CARGTET T A Gie T CE TEGETEGEE TG EATECCE TE TEGC'TG TTEHGCTGEE €L
874 883 892 901 910 919 928 937 946 955
1132
566
0 WQA vooooQA(K vOobOovaooooom?uO%o@
CEGE @EC TE TIT L6 TG GG TEGE TCCAG AGE ACC GGG TG C AGEE CC ITG e ‘T'T SET T
964 973 982 991 1000 1009 1018 1027 1036
1132
566
0 %28@0%%%
T EG TCC T T 66 ¢ 1T C G
1045 1054 1063 1072 1081 Homo 1099
1132
566
0 %@&%@gﬂ%\g
T TG
1108
1.1.32
566
0 vg‘ﬂ\h”
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Applied

) Bi osystems 07461_13380_A5Dn_pGL4-136R_B06_06 Inst Model/Name 3500/3500 Instrument
07461_13380_A5Dn_pGL4-136R May 12,2015 03:52PM, JST
S/N G:1153 A:791 T:824 C:1209 primer name @ : pGL4-136R KB_3500_POP7_BDTv3.mob May 12,2015 04:19PM, JST
KB.bcp y . Pts 1461 to 12593 Pk1 Loc:1438 Spacing:11.03 Pts/Panel1350
5'-CTTCGAGTGGGTAGAATGGC- ) . )
KB 1.4.1.8 Cap6 GE-3 Version 6.0 HiSQV Bases; 935 N\@l?mw Plate Name: 20150512_bank
GCT iTGC T ATGGCATC TTCATGG TG GCT TTACCAACA G TACCG G AT TGCCAAGCTTGGCCGCCG AGGCCAGATC TTG 2TICCCTGCAGEC CACAGCTG TG CTOCTC!
1 10 19 28 37 46 55 64 73 m . 91 100 1c
- st C_000007.
1122 Hind L oI BT [ E.mn
(027425
0
T GT.GGGCCAL TG CCTCE T'T TTATAQCCAG ATGTG GECAG G TAGATGAACTCATG TTCCAG CCCCACCCACTCACTEGCTCTGGGAGTCCG TCTGAACAGCCAGCGGGTECT
19 118 127 136 145 154 163 172 181 190 199 208 217
1122
561 »
0 . A . A
CCTCGACACCTCCCTCTCTG GG ACTTGCTGAGGCATGTG TGTGTGTGTGTGTGTGCTGCTCTGTGTGTGTACGTGTG TAAGAGCATTCA GG AACAAT TG AGCARACCCCAATAY
226 235 244 253 262 991 280 289 298 307 316 325 334
1122
561 »
0 .
3CCTTGGCCTGAGAACCTCCCTTG ACCTTTCTGCCCTCTGCCTGTG TCTGTCTCTCCCGGATGTCCTGCCAGGTTGACTGTCTGCCATGCCGGGTGACCC GCCTAG GAQ
343 352 361 370 379 388 397 406 415 424 433 442
1122
. WY %23%?
| 0 .
CCCTAGTGTTCAGCTTGGAG CAGCTCACGTTGCCTGETTTTECTTTE GCGAACCAGGTCACTG TGGAGT TANGET CEAT CG'TG:G AAGTY
451 460 469 478 487 496 505 514 523 532 541 550 559
1122
561
, §%§< szégga%\é?g oV
TIC COL CAGEEEITE TE CACCEGET GE T TGEACE ALICTC CACH GAGCGCCCC TCCC TCCTCCTGGGCCCAGEC CAACAGC CACAG GG CATGCAGC CAGCCACG TG ]
568 577 586 595 604 613 622 631 )« H,T 640 649 658 667
a
197 wethylated )
561
I A P A %ég%%%%;ééé W e i
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07461_13380_A5Dn_pGL4-136R_B06_06 Inst Model/Name 3500/3500 Instrument

07461_13380_A5Dn_pGL4-136R May 12,2015 03:52PM, JST
S/N G:1153 A:791 T:824 C:1209 KB_3500_POP7_BDTv3.mob May 12,2015 04:19PM, JST
KB.bcp Pts 1461 to 12593 Pk1 Loc:1438 Spacing:11.03 Pts/Panel1350
KB 1418 Capb Version 6.0 HiSQV Bases: 935 Plate Name: 20150512_bank
TTGTCTAGGTTTTGTCTGT CTAGGACT TGGGCCCAACAGAGGACTCTIG GTCT TTCCETCATCCCTECCATGTGCCCGGCCGCCTCCGATGATACACGGCTG ACT
676 685 694 703 712 721 730 739 748 757 766 779
1182 D?H
o M) | L) i U none o)
0 \ YA AN ) :.. LTI T 'O
CeClcACE TG TCCAGAC TETETCPE TEECEC TE AGEGCTCTCTTEGTETCARC CTTGTCTGGCTGAGGTTGGAGGTGTGCTG GTG GGGIT (T(TGGGGGGGG
3 784 793 802 811 820 829 838 847 856 865 874

N NC. po00on. ¢,

TCITE C GGC CCLAAGGGGG "ATACCCA TG GT GCCTITIGCEGTT GCG C AGGG AG ACCC CETGE T AGTTIT:-CA € TTTCCCT CG GCTEECle gL T
883 892 901 910 919 928 937 946 955 964 973 982 91
1122
561
0 : : . -
G G CITTGGGGG C G G TIT G TIeCC TTTT TiEEE T € TTTEEE T CE G 2 c G c L GGG G G (C i G C G G IG
1000 1009 1018 1027 1036 1045 1054 1063 1072 101

1144 1153

1122
561

0 = I _ ;
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