Gene Engineering Division
RIKEN BioResource Center

RIKEN DNA BANK clone name : pmGR 3

@® Clone ID : RDB _ 13197

@ Lot . 13197 _ A5G

@® DNA Concentration : 25 nanogram/microliter

@® Volume z 40 microliter

@® Form E DNA solution in TE buffer

@ Host : DH5 alpha

@ Culture : LB medium

@ Antibiotics . 100 microgram/ml Ampicillin

@ Purification g QIAGEN QlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder 13197
(NEB#N3200L),
125 ng/well woE =
3 ES B
| = © [§] 0
S M w X

Erectrophoresis : 100  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
BamHI : 6.2 kbp
EcoRI : 3.3,3.0 kbp
Xbal : 46, 1.6 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
Sequence - A T7_20bp Sequence — E -
Sequence - B reverse2 Sequence - F =
Sequence - C = Sequence - G =
Sequence - D = Sequence - H =

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied 13197_13197_A5Ci_T7_20mer_G03_21 Inst Model/Name 3500/3500 Instrument

. Biosystems
.4 o 7505 t  13197_13197_A5Ci_T7_20mer Mar 25,2015 12:01PM, JST
S/N G:838 A:791 T:566 C:521 rimer A P KB_3500_POP7_BDTv3.mob Mar 25,2015 12:28PM, JST
5 TAATACGACTCACTATAGGG 3' . _
KB.bcp Pts 1418 to 12625 Pk1 Loc:1395 Spacing:11.13 Pts/Panel1350
KB1.4.1.8 Cap:21 Version 6.0 HiSQV Bases: 983 Plate Name: 20150325 kitaku
TR C G CG G T GCGG CGC ,:uH,_.ﬂ ET m._umm TOECCCE GG TG CAGE AATTL GG TGRACGEGCTCT TTTAGE CC T CC PTCCETTATETG GG ACAG GC L A5G
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TECECAC BTGG! ATGAGAG GACT : CATTGGCT TCACC T TCT G AGATEAT : CAGGATTCATG GATGTTGACAAGACTAC TaE T T
109 118 127 136 145 154 163 T7Z 181 190 199 208 237
1056
528
0 | | | |
\PET TAGC TTTGTTT TCAAAG GG ATTTTTACTCTCTTTAGGAGATCAC ACTTTATGAGGAG GG = o TA CAAGGRAGACETTGTITTTAGGAGECTTATITCCTATT
226 235 244 253 262 271 280 298 307 316 325
1056
0
TEES AAGGCACTGGAACTG GAGTGTGGGCG TG TGAAGACCGAGGTATCC CGCCTGEGAGGCCATG TTGTTTGCCATCGACGAGATTAAC TTACTTG &Y
334 343 352 361 370 379 388 F07 406 415 424 433 442
1056
0
JCCCAGGAGTG GOTEGETETT CATATTT TG G ATACGAT GT TE GG GATACCTATGCATTAGAGC TCACTGGAGTTT GTCAGGE CATCTTTGACT GTGGATG
451 460 469 478 487 496 505 514 523 532 541 550
1056
528
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CAG TATAT GTGTECTGATGGATCATAT GECTATTC G \C AT CCCACTEEC TCATTGCAGGAGTEAT TGGTGGTTCATAC GCAGT GTTTC CATA CAGGTGGEE CE TG
559 568 5717 586 595 604 613 622 631 640 649 658 66’
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,_w Av » Applied 13197_13197_AS5Ci_T7_20mer_G03_21 Inst Model/Name 3500/3500 Instrument
f A\ Biosystems :

13197_13197_AS5Ci_T7_20mer Mar 25,2015 12:01PM, JST
SIN G:838 A:791 T:566 C:521 KB_3500_POP7_BDTv3.mob Mar 25,2015 12:28PM, JST
KB.bcp Pts 1418 to 12625 Pk1 Loc:1395 Spacing:11.13 Pts/Panel1350
Version 6.0 HiSQV Bases: 983 Plate Name: 20150325 kitaku

KB 1.4.1.8 Cap:21
CTGEAGGCTET TECAG TC CE TCAGAT GCTACBCCTCCACCAGEGEIC ACTCAGTGACAAGTGEGGC GG TATGATT ETTT GCEA GG CEGEE BEECECTG CTRCeT
7 676 685 694 703 Tida2 721 730 739 748 157 766 7
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CEAGGEC GCCATGGCCG GATCTTGEEEBETTET CTGG CCTATG TG TCCACEE TTGE BCET CTGAGGGT GACT TGGG UG GLCAGGG TTG b ik
75 784 793 802 811 820 829 838 847 856 _ 865 874
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CGAGCAGG GCACGGCTGCG TF CATCTGECATGCGECAC TG C TG GGTGGGCCGCTCC CATECGEC P ETCCTACGACAGCGETG TAEG
883 892 901 910 919 928 937 946 955 964
1056
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0
TG GEPEC TECALE A ACCCEATGEG C6EGE TE G TG TCLCE TG TTTC TGC GCAG TG CG ¢ T E CG G GC TG ATC G € geE € |
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>—u—u__mn_ RDB13197_A5Ci_1_reverse2_E08_14_ABI24 Inst Model/Name 3500/3500 Instrument

" Biosystems :
. o o RDB13197_A5Ci_1_reverse2 Feb 28,2017 02:07PM, JST
S/N G:39 A:56 T:53 C:62 n_:am,\ B : Reverse? KB_3500_POP7_BDTv3.mob Feb 28,2017 02:47PM, JST
KB.bcp 5" GCGGATAACAATTTCACACAGG 3 Pts 1385 to 13219 Pk1 Loc:1362 Spacing:11.99 Pts/Panel1350
KB1.4.1.8 Cap:14 Version 6.0 HiSQV Bases: 966 Plate Name: 20170228 _kitaku
G/ 1GC G MTTIC GC C G CGCGC T CCET CAE T GGG C "GCTGGGT Onmmmnﬁﬁnﬁnﬂ CGAGGTCGACGGTATCGAT GCTTGATATCG THCE GG
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CACC A GTEEACGCEECEGETTTTTT T TTITTTITT TP T T TITTRACRE 6T TGT CGT ETCACEC C'T TTAGTTAC C# G CE TAC
118 Q.Nnmwl__ 2 .ﬁl.ﬂl 136 145 154 163 Hu.NzN ..ﬂm_m EHMHDQ: .WH@D 199 208 217 226
1118 ’ Rot mGlyps € (~3300) ot
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AGACTTCATAGG AR GGTTACCT!? TATT GCCACTGT Wﬂﬂiﬂﬂﬂ&ﬂhm%,ﬂﬂﬂﬂn.ﬁ_ TTTTETTTTTCGTTTTAGTAGAC TGACCCTG TC GACCEC TG TCACC 2 TGCT
235 244 253 262 &WA:O _N@.ﬁva 289 298 307 316 325 334 1
1118 o@:m adenine n%cohﬁow.‘w ( —
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CA GC'TE ACAATGGTTATTTCCATGTCCTGGGGAAGGGGCTGTT/ TTAG GGCACTA ATCAGCCTAG?? AG T TETAGCACATCACTAGCATACCAT CAGTCCTC
343 352 361 370 379 388 397 406 415 424 433 442 451
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\ATAATTTAT TGTACTGTTTCT P F TACTAG CEP TET TG TITTTGTTECT GLT TEC PTGTTCTGGAGCAGCATGTGAGCACTTTGTCET CEAGELCT
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CATGAG CTGEGTATE TCACAG GATGAGGTGCGTGGAGTCCAGG CPTCECTTOCET TG CACACTGT TGGGACAT TGTGCTTGCAGAG GACTGAG T
168 577 586 59 MAOA 604 613 622 631 640 mbw 658 667 676
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- Applied RDB13197 ASCi_1_reverse2_E08_14_ABI24 Inst Model/Name 3500/3500 Instrument

‘Biosyst
systems RDB13197_A5Ci_1_reverse2 Feb 28,2017 02:07PM, JST
S/N G:39 A:56 T:53 C:62 KB_3500_POP7_BDTv3.mob Feb 28,2017 02:47PM, JST
KB.bcp Pts 1385 to 13219 Pk1 Loc:1362 Spacing:11.99 Pts/Panel1350
KB 1.4.1.8 Cap:14 Version 6.0 HiSQV Bases: 966 Plate Name: 20170228 _kitaku
CGTGGTIGCAGTTCCGCTGACGC TGAACCTGTTGAGGTGAAGTCTGTGTGTGAC CACAT TCTTCTGGE GT TGGAACAGGACGATETGCACCTTGGEGGE CRZAACAG
685 694 703 71z 721 730 739 748 757 766 775 784
1118
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CCCARGACCACE CCGCTCAGGCTARCGG 3G ATGC ACAT TG TTGTCG TCTGCACTCTG TAGTCACTTG ATGTCACAT TATAGGGAGGAATGCCA AC C AG ATY
793 802 811 820 829 838 847 856 865 874 883 892

LTGCAGGTGGTG TACATGGTG ECE'TA TAAACG TTGGECTTEATT.G GTTTTC CGCACACTTEE TEGTITT G 2 GGCA TACACAG TG C
901 910 919 928 937 946 955 964 973 982 99L o~
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