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® Clone ID RDB _ 13196
@® Lot 13196 _ A5Ci
@® DNA Concentration 25 nanogram/microliter
@® Volume 40 microliter
@® Form DNA solution in TE buffer
@ Host DH5 alpha
@ Culture LB medium
@ Antibiotics 100 microgram/ml Ampicillin
@ Purification QIAGEN QIlAprep Spin Miniprep kit
@ Digestion by restriction enzyme
2-Log DNA Ladder 13196
(NEB#N3200L),
125 ng/well T g 8 I
o 0 o
= Q [*] ©
5 W W m
Erectrophoresis : 100  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
EcoRV 6.3 kbp
EcoRI 34,30 kbp
BamHI 41,15, 06 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name Sequence name Primer name
Sequence - A reverse?2 Sequence - E =
Sequence — B T7_20bp Sequence — F -

Sequence - C -

Sequence - G

Sequence - D —

Sequence — H
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= Applied RDB13196_A5Ci_1_reverse2_H11_08_ABIO8 Inst Model/Name 3500/3500 Instrument

2 Biosystems RDB13196_A5Ci_1_reverse2 Mar 01,2017 09:39AM, JST
SIN G:23 A:21 T:26 C:39 Primer {\ : Reverse2 KB_3500_POP7_BDTv3.mob Mar 01,2017 10:05AM, JST
KB.bcp 5 GCGGATAACAATTTCACACAGG 3’ Pts 1422 to 14545 Pk1 Loc:1399 Spacing:12.97 Pts/Panel1350
KB 1.4.1.8 Cap:8 Version 6.0 HiSQV Bases: 1012 Plate Name: 20170301 _kitaku
CATTIT A CC GGG TTECLG CIC GCGCGC TTAAC CGETCGRC T GGGAACE AAGCTGGETACCCGCEGCECCCCL TEGAGGTCGACGGTATC GAT GCTT GATATLCGARTT C.GGEC
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CGAGGCGAGAGAGCCAGCAAGC GGG CCGGAGCCCCGCGCCAG AGC TGGGCGCGCCAGGAGCTGACCCTCTEL TC TCTCTCTTECETGTE TGTCCITTCETEECECETEGTTT
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k TGCTGC TGTGGG GTGCC GTGGCCGAGGGCLCCGGCC .G AAGGTGCT GACCCTGGAGGGG G CETEGCTECTEEE TEEGETGTTCCCRGT GCACCAGA GG GTGGCCCAGCCG!
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CEGAGTGTGGCACCTGT TAATGA GCACCGAGGCATACAGCGCCTAGAGGCTATGC TTTTTGCACTGGACCGCATC AC GG CGACCEECACCTGCTGECEDEGTGTECGET TG GGT
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SCGCACATCCTCGACAGECTGCTCCAAGGATACACACGCCL TG GAGCAG GEGET GG CTTTGTGCGT GCCTCACTCAG TCGTGGCGCTGACG GCCTCAC GCCACATCTGTIECTGA
571 581 591 601 611 621 831 641 651 661 671 68!
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n@@ Applied RDB13196_A5Ci_1_reverse2_H11_08_ABIO8 Inst Model/Name 3500/3500 Instrument

Biosyste
y ms RDB13196_A5Ci_1_reverse2 Mar 01,2017 09:39AM, JST
S/N G:23 A:21 T:26 C:39 KB_3500_POP7_BDTv3.mob Mar 01,2017 10:05AM, JST
KB.bcp Pts 1422 to 14545 Pk1 Loc:1399 Spacing:12.97 Pts/Panel1350
KB1.4.1.8 Cap:8 Version 6.0 HiSQV Bases: 1012 Plate Name: 20170301 _kitaku
[ TGGCTC CTATGCCACCCACAGTGATGCTCCTACAGCTGTCACCGGTGTCATTGGTGGCTCCTACAGTGATGTCTCCATCCAGGTGEC CAATCTCCTGCEGLTGTTCC GATEEQ
1 691 701 711 721 731 741 751 761 7l 781 791
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\CAGAT CAGCTATGCCTCCACCAGTGCC CCTGACT GAC AAG TECCGTTACGATTACTT TGCTCGCACTG TG CCCCCAGACTTET ICCARAGCC GGCCATG GCTGAGATTCI
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CC GCTTTTT CAACT GGACATATGTGTCTACG GIG GCATCTGA GGGTGACTATECEG TGAGACIG GC A.H_dm GGCTTTCG AGCTCGAG GC TCGG GCACG.CaA
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FAP N 13196_13196_A5Ci_T7_20mer_F03_18 INST MIOQEI NAIME 32UV 3DUU IHSLUIIEIL

Biosystems
ys - ) 13196_13196_A5Ci_T7_20mer Mar 25,2015 12:01PM, JST
SIN G:629 A:471 T:366 C:448 | Primer 8 : T7_20bp 7 KB_3500_POP7_BDTv3.mob Mar 25,2015 12:28PM, JST
KB.bcp 5 TAATACGACTCACTATAGGG 3 Pts 1434 to 12467 Pk1 Loc:1411 Spacing:10.97 Pts/Panel1350
KB 1.4.1.8 Cap:18 Version 6.0 HiSQV Bases: 953 Plate Name: 20150325 kitaku
TG G CEE 'G G066 S TC 1 O_ CTAG TG GITCCCCCG GG CTGCAGG TTCG GCACGAGG GTCGACGCGEGGCCGC TTTTTTTT ITTTTTTTTTTITITT T %G
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CAGTT TAT TTACA GG TAATAC CCACGE GAC CTAC TGCGTAAGCGAGGGCGAGGGAATGATCCCCACAG TAACCA TC CTCTCTATCCCAG AGTAACTTAT
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GGCCTGGGGCAGGGGC TG GTCTGGAAGCACCTTTGCATGGGGGTTGGGCCTGTCGTCCTCAGCCACACTGTTCTAG? CACAGTAGACACTGGTCATCTCCCCCT
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JGTGGGTAAGTGGCTCTG GG GGCAGGCATGGGGTGGGTGTTATTGCAGTGCTCCCAGCC CTTCCTCCTGGTCGTGGATGAGGGTCTATGCTGGGTTTGGGAGCAGCCATGT
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CLGGGCAGGAGTGTGGG Hnﬂm..lm.wr GCGACGACGTTGT RCAGTCCAGCCACET CGGCCGTTGC CAGTGGG & CTGGGATCCAGACCCT TG ACC GGT TG
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LR APprea 13196_13196_A5Ci_T7_20mer_F03_18 T —

= Biosystems
) y 13196_13196_AS5Ci_T7_20mer Mar 25,2015 12:01PM, JST
S/N G:629 A:471 T:366 C:448 KB_3500_POP7_BDTv3.mob Mar 25,2015 12:28PM, JST
KB.bcp Pts 1434 to 12467 Pk1 Loc:1411 Spacing:10.97 Pts/Panel1350
KB1.4.1.8 Cap:18 Version 6.0 HiSQV Bases: 953 Plate Name: 20150325 kitaku
GCGCTGGCCCTGGGGGCAGCGCTGCCAAAGCGGCTGGTAGGTGCCCGGTGGCTCACCACATTCTTCTGTGGCTGG GGAT GATGTGCAACTTGE GG TGE ld
676 685 694 703 712 721 730 739 748 757 766 77
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AGC CAGC CAGATGATGCAGGTGGTGTACATGG TG GEEGNTE CTTGECT TCGTTG ETTCTCEGEGCACT TE GGG TCETE
4 883 892 901 910 919 928 937 946 955
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