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clone name : S-T7

@® Clone ID

® Lot

@® DNA Concentration
@® Volume

@® Form

@ Host

@® Culture

@ Antibiotics

@ Purification

RDB _ 02137

13052 _ ASA5

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Restriction enzyme

Expected size of fragment

41 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

HindIll 5.5 kbp
BamHI 3.5, 20 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

CMV-Forward

Sequence — B

Sequence - C

Sequence — D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

Biosystems 02137_13052_A5A5_1_CMV-Forward_H01_22 Inst Model/Name 3500/3500 Instrument
02137_13052_A5A5_1_CMV-Forward Jan 09,2015 09:45AM, JST

SIN G:497 A:393 T:403 C:380 primer name P CMV-Forward KB_3500_POP7_BDTv3.mob Jan 09,2015 10:11AM, JST
KB.bcp _ " Pts 1390 to 13325 Pk1 Loc:1367 Spacing:11.68 Pts/Panel1350
KB 1.4.18 Cap:22 5-GCACCAAAATCAACGGGACTT-3 Version 5.4 HiSQV Bases: 1024 Plate Name: 20150109_mix
e T C TCGCECCAT TG ACGE TG GGCGGTAGGCGTGT/CGGTGG G AGGTCTATAT GCAGAGCTETCTG GCT CI~G AG CCCACTGCTTACTG GCTTATCG
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TACGACTCACTATAGGG FGACCCAAIGCTTCC TGGCCAGCATGACCG GCGGCCAGCAG ATGGGCGEGCGGCCGCICGAGCATGCATCITAGRGGGCCCTATTCTATAGT
111 121 131 141 151 161 itz H! 181 R X@PHNDH 21 2
ot

1368 Hind T I > Gingle TY Tag- Xhol Apal

GTCACE'T PEE TAGA GOTCEETE AT CAGECTC A TET GCLT TEIAGT TCGCCAGCCATCTEGTTETIT GCLCE T CECCEETGEC TTCCT TGACCET GG GGT BCLACTCCCH
21 231 241 251 261 271 281 291 301 311 321 331

D‘H,DHOOH:_HOGH TGAGG TTGCATC GCAT TG TC TEAGTAGETGTCATTC TATTCT GGG GGEGTGGGGTGGEGGCAGGACAGC GGGGGAGGATTGGG G
341 5L 361 370 381 391 401 411 421 431 441

1368
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GCAGGCATGCTGGGGATGCGGIGGGCTCT ATGGELTTCTGAGGCGG CCAGCTGGGGCTCGAGGGGGGATCCCCRCGCGCCCTGTAGCGECGCATT GCGCGGCGG
451 461 471 48 491 501 511 521 531 541 557,

o BGH goly() Gignal Kol BamtI |5 ¢ o1

5 gl oo A ot oty oo ol

GTGTGGTGGT TACGC GCAGC GTGACC GC TACACTTGCCAGCGCECC TAGCEGCCEGCTCCTT TCGET TTCTTECC TICCT TTCTC GCCACGTTCGECEBCTTICCCCHTC
561 571 581 59T 601 611 621 (T 641 651 661 671
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