Gene Engineering Division
RIKEN BioResource Center

RIKEN DNA BANK clone name : pxCAhFLPe
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@ Clone ID 5 RDB _ 07083

® Lot - 13038 _AdLg

@ DNA Concentration : 25 nanogram/microliter

@® Volume 7 40 microliter

@® Form g DNA solution in TE buffer

@ Host : DH5 alpha

@ Culture : LB medium

@ Antibiotics : 100 microgram/ml Ampicillin

@ Purification . QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 43 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Bglll : 6.7 kbp
Clal : 54,13 kbp
Xbal : 53,14 kbp
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@® Confirmation of the insertion sequence

Sequence name Primer name
Sequence — A pAxCA_F1
Sequence — B pAxCA_R1
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Sequence — D -
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http://dna.brc.riken.jp/index.html



» Applied

. > Bi osystems 07083_13038_A4Lg_pAxCA_F1_G12_21 Inst Model/Name 3500/3500 Instrument
\ 07083_13038_A4Lg_pAxCA_F1 Jan 08,2015 09:39AM, JST
S/N G:90 A:115 T:83 C:112 primer name A pAxCA_F1 KB_3500_POP7_BDTv3.mob Jan 08,2015 10:06AM, JST
KB.bcp 5.GGCTTCTGGCGTGTG , Pts 1264 to 12864 Pk1 Loc:1241 Spacing:11.33 Pts/Panel1350
= ACCGGC-
KB1.4.1.8 Cap:21 S Version 5.4 HiSQV Bases: 983 Plate Name: 20150108_mix
GGT GC (CGG C (A CGCC GCTCA'G TTAIGCCTTICTICTTT TICCTACAGC TCCIGGGCAACG TG CTGG TTATTGTGC TG TCTCATCATTT TGGE GAATTGATTTA
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TCGRTTTGCAGACCGTGC Ho\fw GCCAGTTTGATATCCTGTG CAAGACACCACCT ARGGTECTGGTGCGCCAGTTCGTGGAGAGGITTGAGAGGCCCTCTGG AGAGARG
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TTGCCTCCTGTGLCAGC TGAGC T GACCTACCTGTGCTGGATGATCRACCCAC CGGCACAGCCATC GAGGGCCACCTTTATGAGCTAC CACCATCATTAGC CTEEE I&
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GCTTCGACATTGTG 13 ETCCE TG T TT TAC GrRCCCAG GGCCAC TCCTGCGAGGCCTCCCTG G TTGATTCCTGCTTGGGAGTTCACCATCATCECC T
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& TGGCC.G CCACCAGTCTGATATCACTGATATTGEGTGAGCAGTCTGC CTCCAGTTCGAGTCCTCTGAGG GCTGACS GGGC CAGCCACAGC G GATGCT
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G GGCCCTGCTC GTG GGG G GCATCTGGGAGATCACTG AG GATCCTG CTCCTTTGAGTRCACTTCCAGATTCACE GACC COTTGEGTAE GAGT TCCET
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. Applied

7083_13038_A4Lg_pAxCA_R1_G03_21 Inst Model/Name 3500/3500 Instrument
'Biosyst 07083_13038_AdLg_pAxCA_R1_G03_.
Ll 07083_13038_A4Lg_pAxCA_R1 Dec 25,2014 09:48AM, JST
SING:11 A9 T:8C7 primer name P : pAxCA_R1 KB_3500_POP7_BDTv3.mob Dec 25,2014 10:14AM, JST
KB.bcp , , Pts 1303 to 13197 Pk1 Loc:1280 Spacing:11.66 Pts/Panel1350
KB 1.4.1.8 Cap:21 5-CAGAGGGAAAAAGATCTCAGTGG-3 Version 5.4 HiSQV Bases: 812 Plate Name: 20141225_mix
CAACGG ACCCZG CCCCCCIT CG CCACZCCA (CCCACCACC TTCTEIFTAGG CAG CXC1G CACCXIG AG GAGTGAATTG AT TAT CGATTCTAG ACTAG TTTATAATTT GTACC TCTAG mll_mﬂom
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GATGCGTCTGTTGATGTAGGAAGACAGGTAGTCCAG CACCTCCT GGG TGATCCCATTCCAGGCAGGGTAGC GAATGC TGCCCTCGGCACTACCCTTCAGC TGCTCAATY
129 137 145 153 161 169 177 185 193 201 209 217 225 233
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STGCTGCCACTCCTCAAT TGHEGTTGGTCTCATCCTTC TGC TCATCTCCTTGGAGATGGGATCATATGCATAGTACCGAG ACACCAGTGCG GTAGTGATCAGGGATTGC
241 249 257 265 273 281 289 297 305 F13 321 329 337 345
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TGTGATCTGGTGAGTATAGGTTGTTCTGGCCACGGCAGAGGCCCGC TTATCGCTCCAGTTGCCCAC CATTGGTCAGCTCTGTCAGGCCCTICATGGACAGG GGAGGTCA]
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