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clone name : pCMFlag hsIL2RG

@ Clone ID

@® Lot

@® DNA Concentration
@ Volume

® Form

® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 07006

13004 _ Addv

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
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Erectrophoresis :

Restriction enzyme

40  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

6.6 kbp

EcoRI 46,1.1,09 kbp
6.5, 0.1, 0.1 kbp

kbp

kbp

@ Confirmation of the insertion sequence

Sequence name I

Primer name

Sequence — A

CMV-Forward

Sequence — B

BGH_rev

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html
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Inst Model/Name 3500/3500 Instrument

MV-Forward EO07 13
» Biosvstems 07006_13004_A4Jv_C I8 iy
y 07006_13004_A4Jv_CMV-Forward Nov 10,2014 01:41PM, JST
SIN G:373 A:382 T:253 C:268  primer name  p : CMV-Forward KB_3500_POP7_BDTv3.mob Nov 10,2014 02:07PM, JST
KB.bcp . Pts 1276 to 12881 Pk1 Loc:1253 Spacing:11.34 Pts/Panel1350
KB1.4.18 Cap:13 5'-GCACCAAAATCAACGGGACTT-3"  version 5.4 HiSQV Bases;: 1006 Plate Name: 20141110_dnabank
_ (T T(AC TICG CCCATTG /CGCA ATGGGCGGIAGGCGTGIACGCGTGGG IGGTCIATATAAGCAGAGCCTCTGGCTAACTAGAGAACCCACTGCTTACTG GCTTATC
1 11 21 31 41 51 51 Gl [ ™ 81 91 101
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1252 CMV promoter
626
0
TGAAATTAATAC GACTCACTATAGGGAGACCCAAGC TGA] jn.n@m ACTACAAGGACGATG ACGATAAGICG/GCJETQT TGAAGCCATCAT TACCATTCACATCCCTC ]
111 121 131 141 ool 151 161 171 /181 man_&SH 201 P~ peimey 211
1252 FuLper TL2RGr (NM_000206,25 93— )
5 issg%%%%;%s\g
0 /\ \
" IATTCCTGCAGCT GCCCCTGCTGGGAGT GGGGCTGAACACGACALTTCTGACGCCCAATGGGAATGAAGACACCACAGCTGATTTCT TCCT GACCACTATGCCCACTG ACTCC
221 231 241 251 261 271 281 291 301 311 321 331
st T
1252
626
0
CTCAGTGTTTCCACTCTGCC CCTCCCAGAGGTTCAGTGTTTT GTGTTCAATGT CGAGTACATGAATTGCACTTGGAACAGCAGCTCTGAGCCCCAGCC TACCAACC TCACTC TY
341 351 361 371 381 391 401 a11 421 431 441
1259
626
5 \ \ | \
3CATTATTGGTACLAGALCTCGGATAATGATAAARGTCCAGALGTGCAGCCACTATCTATTCTCTGAAGAAATCACTTCTGGCTGTCAGT TGC? NGGAGATCCACCTCT
451 461 471 481 491 501 511 521 531 541 551
1.2/52
0 | o
CCARACATTTGT TGT TCAGC TCCAGGACCCACGGGAACCCAGGAGACAGGCCACACAGATGCT ACTGCAGAATCTGGTGATCCCCTGGGCTCCAGAGH?
561 571 581 591 601 611 621 631 641 651 661
PscT
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Printed on: Mon Nov 10,2014 04:56PM, JST
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. Applied

m_0m<m.nm-.:m 07006_13004_A4Jv_BGH_rev_F07_16 Inst Model/Name 3500/3500 Instrument
07006_13004_A4Jv_BGH_rev Nov 10,2014 01:41PM, JST
SIN G:585 A:517 T:376 C:410 primer name B & BGH rev KB_3500_POP7_BDTv3.mob Nov 10,2014 02:07PM, JST
KB.bcp ' - Pts 1274 to 12801 Pk1 Loc:1251 Spacing:11.28 Pts/Panel1350
KB1.4.18 Cap:16 S-TAGAAGGCACAGTCGAGG-3'  version54 HiSQV Bases: 1002 P - primer Plate Name: 20141110_dnabank
GC 1CC CA T'AGG TG CCTATAG IATAGG GCCCTC IAGATGCATGCTCG onomonqqn.._mman..m,mn,:q GGGTGTAACATGGGGGGGCCCAGTAGGGGCTATGC

1 11 21 31 41 51 61 71 81 91 101

Apal T Yhol step 203 (e) - .}msﬁ
1066 —— TLIRG (NM-00Q200, (20

a gﬁ?@%&%ié?%ég%é

TEGTTGCATGGGE AGGCCCCAG GCCCC TCCCCAAGGGCCCCTCCTTITGEGGGAATC TCACTG ACG GGCAGAGTCGTTCACTG TAGTCTGGEC TGCAGACTCTCAGCCAGTY

T1°0; 121 131 141 1.5 161 171 181 191 201 211
ApaT Por L
1066
533
0 |
JCCTTAGACACACCACTCCAGGCCGAR GTTCCCGTGGETATTCAG TAACAAGATCCTCTAGGTTCTTC GGG TCCGAATTC GG GG CATCGTCCGTTCCAGC CAGAAATACAC
2271 231 241 280 261 271 281 291 301 311 321 331
EeolT
1066
533 » »
0
CAGAG: GGCTGATAATCAATCCCATGGAGCCAACAGAGAT CCACGGCTTCCARATGC CARGGA GGATTETFCTTT TG GTATTGCTCCCCCAGTGGATTGGGTGCGC T(
341 351 361 371 81 391 401 411 421 431 441
1066
533
0 /\ \
CATTCACTCC TGCTGAGCACTTCCACAGAGTGGGTT GCGGCTCCG CACG CETCTAGE S TTTO T GECCATCCACACTAGGC GG A G CTTATGTCTATAATH
451 461 471 481 491 501 511 521 531 541 BE1
1066
533
[
0 J [
SCACTG AT TGTTCAGTCCAGCTGTGGTCCCAGTCAGTCCGET GG CAGC GTGCTCC CAGTGGTTC TCTGTTGTICCAGT TCAGT TCTAGCTGGGRTTCAQ
561 571 581 591 601 611 621 631 641 651 661
1066
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