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RIKEN DNA BANK

clone name : pDUAL2

@ Clone ID

® Lot

@® DNA Concentration
@® Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 06192

13002 _ AdJds

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha
LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0
4.0
3.0

15
12

1.0

0.1

Erectrophoresis :

Restriction enzyme

41 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

71 kbp

EcoRI : 11 kbp
HindIll = 49,18,04 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name I

Primer name

Sequence — A ADH-Forward
Sequence — B M13_-40
Sequence — C ADHrev

Sequence — D

APPROVED BY :

http://dna.brc.rikenjp/index.html



Applied

W.Om<mam3m 06192_13002_A4Js_ADH-Foward_D03_12 Inst Model/Name 3500/3500 Instrument
06192_13002_A4Js_ADH-Foward Nov 05,2014 09:34AM, JST
SIN G:71 A:59 T:46 C:34 primer name A : ADH-Forward KB_3500_POP7_BDTv3.mob Nov 05,2014 10:00AM, JST
KB.bcp i Pts 1311 to 13123 Pk1 Loc:1288 Spacing:11.71 Pts/Panel1350
5'-GTCAGG -3 g ; ;
KB14.1.8 Cap:12 TTGCTTTCTCAGGTATAG-3 Version 5.4 HiSQV Bases: 1037 Plate Name: 20141105_mix
TTATTC (T/CIT AT TEGACACACC TCIALCEE GLAG ITCCGE TAGG GET CAGGGT TATACTAGT|GCCTCTATTGATGCCTATGG CCCCTTTGACTGRACGAGACTGTG GGC
il 11 21 31 41 51 61 71 81 91 101 111
- !
\ew |25
1058
529
y MY i
TTGTTTGGAAGCTGACGGTGTTCTTTTGGGTGCCGETTGGTGGTCCTGAATGGACCAACCCCAATTGTCGTCCTGAGCAAGGTT TATTGAAGCT TCGTAAGAGTATGGGTGTT T
121 131 141 151 161 171 181 191 201 Hedm 211 221
1058
528 »
: | | A
GGG CCAACCT TCGACCTTGCAACTTT GCCAGCAAGTC TTTAGTEARGTACAGCCCTTT GAAGCGTG TCGTTGAAGCETGTCGATTT TIGTGTTGTACGAGAACTTACT GG AG
231 241 251 261 271 281 291 301 311 321 331 341
1058
529
O - — — = —_—
GTTGTTACTTTGGTGAGC GCACTG AGGACAACGGATCGGGTTATGCTATGGACACTTGGCCT TACAGTT TGGAAGAAGT TTCTCGTATTGCTCGTTTGGCGGCCGRGGGCAC
351 361 371 381 391 401 411 421 431 441 W ﬁm&.,
1058
529
0 L AREA :
CCTTCCAATTCATT TCGAGTCCTCCATCAGATGATTTACAAGG TT T TGCATAGAATCCCTAAGTAAGAGAAGT TG TTAGTGATT TCT TCAAGT TTACT TTTAGH 3
461 471 481 491 501 511 521 531 541 551 561
1058
528 >P
0 WV \ Wy \
A T &G ATGAT GTC TTCTCCATT BTT TEET TTC TIGT TGCARACGC GTT T TAL GAGATGACATEC TAR T T T CAGATTATT TTTTTCTATAGTTTI TCT AT TTTEY
571 581 591 601 611 621 631 641 651 661 671
T\t
1058

P D e g oo
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Applied

Biosystems 06192_13002_A4Js_M13(-40)_E03_15 Inst Model/Name 3500/3500 Instrument
. 06192_13002_A4Js_M13(-40) Nov 05,2014 09:34AM, JST
S/N G:121 A:149 T:93 C:71 Primer name w :M13_-40 KB_3500_POP7_BDTv3.mob Nov 05,2014 10:00AM, JST
KB.bcp 5.GTTTTCCCAGTCACGACGTTGTA-3" Pts 1284 to 13208 Pk1 Loc:1261 Spacing:11.72 Pts/Panel1350
KB 14.1.8 Cap:15 | Version 5.4 HiSQV Bases: 1055 Plate Name: 20141105_mix
_ €G CCEG 1T AT'CG IBC TEE GG ZGCECTACCG TG FATG G GCTCAALC CAA TG AAGC TP TTCT ICT.GATTTTC CTACEACACEG G GGG AGGCAGAAGGHC Gecic
| 1 11 21 31 41 51 61 7 81 it |
1144 (3!
ey \->
0
CAAGC TACCAGGART GACAGAAGCCTCATCTE TAAT GT CACE CAAGTTGTCAGTC CAACACCGTTAAGTGTACGAGGGCTCT TG ACC GCATGGCTGCGG
121 131 141 151 161 171 181 191 201 211 221
1144
572
: \
TGAGCTGGTTT TTTAAGGTAAGE TGAGGATATTCCTCC TT AATCTTAGCTACAGTCTIGCGET GACGAGAAGTTCCCAAAACATTAGC TTTGTCGAGTAATY
231 241 251 261 271 281 291 301 311 321 331
1144
572 —
: WA i)
STGACGGGAGCAGGAGGGTTGG GTTT CACET GCRGCCCCEGRCCCEAGTCTAACTCCTT CCACTCGGACATAGTGACTTATCTGACACTCATTGT J i 1
341 351 361 21 381 391 401 a11 421 431 441 451
NetL A P s
o f
1144 ’ M
| 52
0 il . | .
TATAGGCATTTIGTT TAGTT GGTACTTAACTAATT AGTAT TTTTATAATCAGGAAGTTAAGT GAATGCETAGCACATGTCGT TTGTGAATTTTT
461 471 481 491 501 511 521 541 551 561
1144
gz%g??%é%%%%ﬁ?g%%%%
,;Jl TTGAAT T DI A GCCTTTCTAGACTAGGTATACTCATAAAQATATGAGC TAGAGGAGATTACATTGCATCTTCT T TTAT TTAT THE ¢
571 581 591 Yha 601 611 621 631 641 651 661 671
~ Naa
1144
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Applied

06192_13002_A4Js_ADHrev_F03_18 Inst Model/Name 3500/3500 Instrument
3 " -’ — — .
Biosystems 06192_13002_A4Js_ADHrev Nov 05,2014 09:34AM, JST
S/IN G:25 A:32 T:25 C:16 primer name C: ADHrev KB_3500_POP7_BDTv3.mob 20.<ow_moKS“oo>§Lm._l
KB.bcp _ Pts 1277 to 13071 Pk1 Loc:1254 Spacing:11.72 Pts/Panel1350
KB1418 Cap:18 5-CTATACCTGAGAAAGCAACCTGAC-3' Version 5.4 HiSQV Bases: 1008 Plate Name: 20141105_mix
_ (GCZAGEAATIT "TCFAL TARLG A T ITT € 60T T ¢ & TAAG AUITCAL T TT TT TGTATACAC TTATTTTTT TTATAACTTAT TTAATAAT TENT T CATAAG
1 i 21 31 41 51 61 71 81 91 101 ok
1236
i \ iy -l
; O e i il
TTC GCTTATT TAGAAGTGGCGCGCCGG AT CCTCTAGAGTCGACCTGCAGGLATGC AAGCTTRGETAC TCCCACTGGC TATATGTATGCATT TGT GTT GTTT:G!
121 134 141 151 161 17 181 191 201 211 i) 231
Rabt W SIL Det g1 HaE
1236 G iy
618
0 A ‘ A A \ D— : A — )
TATAGATTAT TTAATCTACT CAGCATTCTTTCTCT? TAGGAATTTGTTACTT TGGAG 2! F TCETTTCGATITITACCTAGTGTAT TTGTTTGTATACTCACGTTT T
241 251 261 271 281 291 301 311 321 331 341
1236
O ::E A W A :E o
0 E AN AN r NS WA A Y AN A AN AL :»L: Ny WA ALY W AU
TCCATTCTATCTTGTGTAATTTT TGECATGGT G TAATCAGGC TTATAAT CTT TAC TTCTGT TAAGCCTTAAT GLCC TTEGCT TTA
361 371 381 391 401 411 421 431 441 451 46:
1236
| TTAARATGETTCTTTTTCATGATAATGTTTGCACTTT TATTTTAGATAGTTCTGT GAGGT AT TGTTTTAGAG CTTATACAATTTTGTCTTTATA AL
L 471 481 491 501 511 521 531 541 851 561 571
1236
I TCTTALTTGATTTTACCATCCCAGT TTAACTATGCTTCGTCGGCATCTCTGCACATGT CGTEGTTTTCTTACCGTATTGTCCT GARGETETTT DT TSCT TGGATY
581 591 601 611 621 631 641 651 661 671 681
1236
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