Gene Engineering Division
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RIKEN DNA BANK

clone name : pcHNDN
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@ Clone ID

® Lot 12971 _ Ad4Jda

RDB _ 02986

@® DNA Concentration

25 nanogram/microliter

DNA solution in TE buffer

@® Volume 40 microliter
® Form

@® Host DH5 alpha
@ Culture LB medium
@ Antibiotics

100 microgram/ml Ampicillin

@ Purification

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis : 48

Restriction enzyme

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Beglll 6.5 kbp
EcoRI 54,11 kbp
Pstl 43,14, 0.8 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name

CMV-Forward

Sequence — A

BGH_rev

Sequence — B

Sequence - C

Sequence — D

APPROVED BY :

http://dna.bre.riken.jp/index.html



Applied

m_0w<m.nm=._m 02986_12971_A4Ja_CMV-Foward_F06_18 Inst Model/Name 3500/3500 Instrument
02986_12971_A4Ja_CMV-Foward Oct 17,2014 09:47AM, JST
SIN G:14 A:14T:8 C:11 primer name A : CMV-Forward KB_3500_POP7_BDTv3.mob Oct 17,2014 10:13AM, JST
KB.bep . _ Pts 1257 to 13098 Pk1 Loc:1234 Spacing:11.61 Pts/Panel1350
KB1.4.18 Cap:18 5-GCACCAAAATCAACGGGACTT-3'  \ogion 54  HiSQV Bases: 1006 Plate Name: 20141017_mix
"G CCCCA'CGCTZ((AC 1CCCCCCCCATITG CGCIAGTGG GCGIGTAGEC GTG TACCIG (GGGAGGTCTATATAAGCAGAGCTCTC TG GCTAACTA GAGAACCCACTGC TTACTGGCTTA
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GGACGCAGAGGCCCTGCCCTIGCCAGACGGCGCAG ﬂ H_mv.ﬂ G GTAAGGATCTGAGCGACCCTAACTTTGCAGCCGAGGCCCCCAACTCCGAGGTGCACAGCAGCCCC Y
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IGGGGTTTCGGAGGGGGTTICCTCCGTCCGCGACCCTGGCAGAGCCGCAGAGCCCTCCTCTAGGCCCGACGGCCGCTCCGCAGGLCCGCGCCGCCTCCCCAGGLCCCCGAACGACG
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AGGGCGACCCGAAGGCCCTGCAGCAGGCTGLCGGAGGAGGGCCGCGCCCACCAGGCCCCGAGCGCGGCCCAGCCGEGLCCGGCACCGCCAGCCECGGCGLCAGCTGGTGCAG
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Applied

Bi osystems 02986_12971_A4Ja_BGH_rev_G06_21 Inst Model/Name 3500/3500 Instrument

02986_12971_A4Ja_BGH_rev Oct 17,2014 09:47AM, JST

SING:23 A:17 T:12C:15 primer name m : BGH _rev KB_3500_POP7_BDTv3.mab Oct 17,2014 10:13AM, JST

KB.bcp . Pts 1256 to 13201 Pk1 Loc:1233 Spacing:11.69 Pts/Panel1350

KB1.4.1.8 Cap:21 5-TAGAAGGCACAGTCGAGG-3 Version 5.4 HiSQV Bases: 1009 Plate Name: 20141017_mix

[ G CG GAATTCT 11ICGGCG (C "C TAG7CTCG AG CGGCCG CCFCTG TG CTGGZTIT CTGCAGAATTChC TTCK n.monnqmoam GGGTCAGAAACCATTCATCTGCETCCAGACTT|
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rcleTaleTce TCAGAGACAC TG CTGCE AGGGTAGT GGG AGTGGGAT TAGCCTCCCGCAGAGCTCTGGCCTCCTCCAGAGCTTCTC TG TATCGGGAGGGECC GGCCTGGGGGTC
121 131 141 L5, 161 171 181 191 201 211 221
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TTTCTTIAARA GACCC TGGCCAGGARC TCCATGATT TGCATC TTGGTGATT ICGCGGCTGGCCCEGGAGCCECARAAG ACTCGTATTCGGGCGGC TCCACGTATGGGACGCGC TG
231 241 251 261 274 281 291 301 311 321 331 341
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GTACTTCAGGTAATTCATTTGGACG CTCCTCAGTGATGAGCTICCGCACGTCCCCGAAGGTGGAGTGCTTC TICCAGGGCCGCAGCCCCAGGATGCGCAGCACGTTCCAG!
351 361 ; 371 381 391 401 411 421 431 441 451
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CGGCGCTCTCTCTGGCGC CGCGGCCCT TCACGTAGAT GAGGC TCAGGATCATGAGCAGGAGGCCTGTCATGGGCATGCGGT TGCTCAGCGCC CCETGTCEAGEC TCCOT CGE ¢

461 471 481 491 501 511 521 531 541 551 561
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CTCCAGCGETTT G2CCA GC.GC ACTC AT GETCT GCAS G T GGTTAGCCTCAGET GCAGCCCGAACACCCGGGECEAGG TGAGCCTGGTGC CCCGGAGGATGCTCCTGCA
571 581 591 601 611 621 631 641 651 661 671
1154
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