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clone name : pmutant RAR RE-TK hRIluc(F)

@ Clone ID

® Lot

@ DNA Concentration
® Volume

@ Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

RDB _ 05635

12862 _ Adlt

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0

8.0
4.0

30

1.5
12
1.0

0.1

Erectrophoresis :

Restriction enzyme

48

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

BamHI 41 kbp
EcoRI 4.1 kbp
BamHI + EcoRI 25,16 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

SV40pA3'element Reverse

Sequence — B

Sequence — C

Sequence — D

APPROVED BY : —

http://dna.brc.rikenjp/index.html



Applied 05635_12862_A4lt_SV40pA3 ElementReverse_C03_09 Inst Model/Name 3500/3500 Instrument

Biosystems
y 05635_12862_A4lt_SV40pA3 ElementReverse Oct 08,2014 01:52PM, JST
SIN G:72 A:55 T:50 C:71 primer name }“m<3n>wum_m3m2xm<mam KB_3500_POP7_BDTv3.mob Oct 08,2014 02:18PM, JST
KB.bcp , ; Pts 1275 to 12453 Pk1 Loc:1252 Spacing:11.3 Pts/Panel1350
KB1418 Cap9 5-CTCTGACTTGAGCGTCGATTT-3" o ion54 HiSQV Bases: 988 Plate Name: 20141008 _mix
G GGG T CG CG GCGG:G CTATG GA CGCCAGC CECGECCTT I PTIAC GG TTCCT G GCET T TTEGET GEGECT I'TT CCTERACATGG CITCGAC hm TECAGCAC CATCA
1 il 21 31 41 51 61 71 81 91 101 111
1 hm:um N_D;N reSponse mhm?msd mul
1076 oyl —
538
0 g pas @ 0odMY |t | .
WWW..H,O.H TGAGTC TTCGGACCTCGCGGGGGECGCT TAAGC GG TGGTTAGGGTTTGTC TGACGCGGGGGEGAGGGEGE GG CG CACTCTCATTCGGAGGCGCGCTC GGG
121 137 141 151 161 187l 181 191 201 211 221
> | TK promotetr
1076 HSV ?
538
0 | ) |
GTTTGGTC TTGGTGGCCACGGGCACGCAGAAGAGCGCCGCGATCCTCTT GCACCCCLCCGCCCTCCGTGGAGGCGGEGGGGTTTGGTCGGCGGGTGGTAACTGGCGGGCCGC TS
231 241 251 261 271 281 291 301 311 321 331

1076

éE;::E::E,_Lr ;__:.E::.:E:::E::E.E::::.E.E:.EE_:EE:

CTCGGECGGGTCGCGCGCCCCAGAGTGT GACCTTTTCGGTCTGC TCGCAGACCCCCGGGECGGCGCCGLCCGCGGCGGCGACGGGLTCGCTGGGTCCTAGGCTCCATGGGGACCY
341 351 361 371 381 391 401 411 421 431 441 451

Sacl

1076
538 —
0 } V| | ‘
STATACGT GGACAGGCTCTGGAGCATCCGCACGACTGCGGTGATATTIACCGGAG ACCTTCTGCGGGACGAGCC GGG TCACGCGGC TGACGCGGAGCGBTCCGTTGGGC GAC
461 471 481 491 501 511 521 531 541 551 561
1076
538

0 A\ LU AR : . A )

CRCCAGGACGGGGCACAGGTACACTATCTTGTCACCCGGAGGC GO GAGGGACTGCAGG AGCTTCAGGGAGTGGCGCAGCTGCTTCATCCCCGTGGCCCGTTGCTCGCGTT
571 581 591 601 611 621 631 641 651 661 671

1076 Pot T
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wwww_‘_wﬁmam 05635_12862_A4lt_SV40pA3 ElementReverse_C03_09 Inst Model/Name 3500/3500 Instrument
05635_12862_A4lt_SV40pA3.ElementReverse Oct 08,2014 01:52PM, JST
SIN G:72 A:55 T:50 C:71 KB_3500_POP7_BDTv3.mob Oct 08,2014 02:18PM, JST
KB.bcp Pts 1275 to 12453 Pk1 Loc:1252 Spacing:11.3 Pts/Panel1350
KB14.1.8 Cap:9 Version 5.4 HiSQV Bases: 988 Plate Name: 20141008_mix
TGCTGGCGGTGTCCCCGGAAG TATATTTGCATGTCTTTAGTTCTATGATGACAC ARCCCEGC CCAGCETCT T GTEAT TG GC GAATTCG CACGCAGATGCAGT!
681 691 701 713 T2 3L 741 TS 76l = i al 781
EcoR 1
1076
538
0 [\ '\l A AN N A 0™ el Y0 000 nl X
TG GEGCGBCGC O GICCCAGG TCCACTTCGCATATTAAGGTGACGCG TG TG GCC TCG ? CACCGAGCG CCCTGCAGCGACCCGCT TAY AGCTTGATTETTCTG
791 801 811 821 831 841 851 861 871 - 881
Hind T
1076 : |
HST TK promoter™ 7
538
0
ACAC ] CAGTCTCGAACTT GCTGC AG AGTITGGTCGTGAGGCAC TG GG CA GGTAAGTATCAAGEGTTAC ? GACAGECG TTT CG A G GGl TAG
891 901 911 921 931 D41 851 961 971 981
st L -
1076 ¥ L Chimer(c tnTon
538
0 oOC00ead0 Do X 500006 el X 6000 00 e b

CTGGG CTIT G TCG AG ACAG G , G ACTC TTGC G TITTCTGAT GG C ACCC T PPIEE WETTARACP2E ASATECAL TITGE CCC TTITETTE I €4
991 1001 1011 1021 1031 1041 1051 1061 1071

G T e T™T TT A € G [ T C AC

1141

1076
538

L 0 G
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