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P. RIKEN DNA BANK clone name : pRAR RE-TK hRIluc(F)
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BRC

® Clone ID - RDB _05634

@ Lot - 12845 _Adlb

@ DNA Concentration : 25 nanogram/microliter

@® Volume ; 40 microliter

@ Form 2 DNA solution in TE buffer

@® Host G DH5 alpha

@ Culture : LB medium

@ Antibiotics . 100 microgram/ml Ampicillin

@ Purification ; QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
100
8.0
4.0
30

Erectrophoresis : 45 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
EcoRI : 41 kbp
BamHI : 4.1 kbp
EcoRI + BamHI : 25 16 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name I Primer name
Sequence — A SV40pA3'element Reverse

Sequence - B -

Sequence — C o

Sequence — D -
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) mmwwe%nmau 05634_12845_A4lb_SV40pA3'element Reverse_BO3_06 Inst Model/Name 3500/3500 Instrument
05634_12845_A4lb_SV40pA3'element Reverse Sep 18,2014 09:15AM, JST
S/N G:365 A:126 T:159 C:162 KB_3500_POP7_BDTv3.mob Sep 18,2014 09:41AM, JST

imer name : SV40pA3Element Reverse .
KB.bcp primeE Date A 2 Pts 1376 to 13385 Pk1 Loc:1353 Spacing:12.37 Pts/Panel1350
KB14.18 Cap®6 5-CTCTGACTTGAGCGTCGATTT-3 Version 5.4 HiSQV Bases: 514 T Plate Name: 20140918_mix
, (TC(G (A (G GGGCGG (C 1ATG G 4 ICGCCAGC CECGEEECTTTT TRECCGTTCCTEGCCTTTTRGC TGGECTTTTGETC w TGGCTCGACAGATCCAGGTC AGGTCAG
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TTTGGICTT GG TGGCCRACGGGCACGC AGAAGAGC GCCGC GATCCTCTT GCACCCCCCCGCCCTCCGTGG AGGCGGGGGTTTGGTCGGCGGGTGGT CTGGCGGGCCGCTG!
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CT CGGECEAETE CCBCGECECAGRAGTGTGACCTITTTEEGTCTGR TCCEAG CCCCCGGECEGEBCGCCGCCGCGE CEGCGACGGGCTCCC TGGGICCTATGCTCC TGGG G 1CC
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GTATAC GTIGG ACA GBCTC TGGAGCATCCGCAC GACTGCGGTGATAT TACCGGEIG ACC TTCTGE GG GACG GCCGBGGTCACGCGCGCT GACGCGGAGCGTCCITTGGGCGAC
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