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clone name : pGST-AID

@® Clone ID
@® Lot

@® DNA Concentration

RDB _ 03001

12827 _ A4Gi

25 nanogram/microliter

® Volume 40 microliter

@ Form DNA solution in TE buffer

@ Host DH5 alpha

@ Culture LB medium

@ Antibiotics 100 microgram/ml Ampicillin

@ Purification

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis :

54  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme

Expected size of fragment

EcoRI 5.6 kbp
Xhol 5.6 kbp
EcoRI + Xhol 49,06 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

pGEX_F

Sequence - B

Sequence — C

Sequence — D

APPROVED BY :

http://dna.brc.rikenjp/index.html



» Applied

) Biosystems 03001_12827_A4Gi_pGEX_F_C10_07

03001_12827_A4Gi_pGEX_F

SIN G:430 A:296 T:272 C:292  Primer A : pGEX-F KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
Jul 25,2014 01:54PM, JST
Jul 25,2014 02:21PM, JST

KB.bcp a3 Pts 1324 to 13347 Pk1 Loc:1301 Spacing:11.98 Pts/Panel1350
KB14.1.8 Cap:7 5-GGGCTGGCAAGCCACGTTTGGTG S yorgion 54  HiSQV Bases: 1023 Plate Name: 20140725_mix
GG CA TC ATC .Hﬂm_rm ITETGGTTCCEEG TGG. H,OOWOGO TTCGCCATGG ACAGCCTTCTGATGK F G GTTTETTTACEATTTL? T GETECEGCTGGGEY
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AGGG ACGGCATGAGACCTACCTCTGCTACGTGGTG!
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AGAGGAGAGATAGTGCCACCTCCTGCTCACTGGACTTCGGCCACCTTCGC

GTCTGGCTGCCACGTGGAAT
181 1971 Nou 211 221
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TGTTGTTCCTACGCTACATCTCAGACTGGGACCTGGACCCGGGCCGGTGT T!
231 241 251 261 271 281
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\CCGCGTCACCTGGTTCACCTCCTGGAGCCCGTGCTIATGACTGTGCCCGGCACGTGGC TGAG
291 301 311 321 331
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TTTCTGAGATGGAACCCTAACCTCAGCCTGAGGATT TTCACCGCGCGCC TCTACTTCT GT GAAGACCGCAAGGCTGAGCCTGAGGGGC TGCGGAGACTGCACCGCGCTGGGEGT
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CCAGATCGGGATCATGACCTT CAAAGACTAT TTT TACTGC TGGAATACATTT GTAGAAAATC GTGAAAGAACTTTCAAAGCCTGGGAAGGGC TACATGAARATTCTGTCCGGE
451 461 471 481 491 501 511 521 531 541 551 561

1068

534 » »

o | A ) | \ \
TAACCAGACAACTTCGGCGCATCCTTTTGCCCTTGTACGAAGTCGATGACTTGCGAGATGCATTTCGT

TGTTGGG! gn ACTCGAGCGGCCGCATCGTGACTGACTG
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