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clone name : pCMFlag_hsIL6

@ Clone ID

® Lot

RDB _ 06998

12822 _ A4Gg

@ DNA Concentration

@ Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

25 nanogram/microliter

40 microliter

DNA solution in

TE buffer

DHS5 alpha

LB medium_

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladd

(NEB#N3200L),
125 ng/well
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EcoRI

Restriction enzyme

100

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Belll 6.2 kbp
BamHI 41,20 kbp
EcoRI 46,1.6 kbp

kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

CMV-Forward

Sequence — E

Sequence - B

SV40pro F_ V2

Sequence — F

Sequence — G

Sequence — G

Sequence — D

Sequence — H

APPROVED BY :

http://dna.brc.riken jp/index.html



 Applied

5 BibSystems RDB06998_12822_A4Gg_CMV-Forward_A09_03 Inst Model/Name 3500/3500 Instrument
RDB06998_12822_A4Gg_CMV-Forward Jul 29,2016 02:22PM, JST
SING415A306 T:378 C:445  primer name A\ CMV-Forward KB_3500_POP7_BDTv3.mob Jul 29,2016 02:48PM, JST
KB.bcp , _ Pts 1558 to 12307 Pk1 Loc:15635 Spacing:10.74 Pts/Panel1350
KB1418 Cap:3 5'- GCACCAAAATCAACGGGACTT-3'  \ergion6.0  HISQV Bases: 943 | Plate Name: 20160729_Mix2
ﬁ ET T CE TCE & EE TGGGCGGTAGGCG TG TACGG TG GG AGGTCTATAT GCAGAGCTICTCTGGCT CT~AGAG CLEACTG CTITAETGGETTA
i: 10 19 “. 28 37 46 55 od 73 82 91 100
_ cmy |
1192 _ prowoter
596 o ’
O “ . A A . A
T E:6 TTAATACGACTCACTATAGGGAGACCC GCTG TELE Omh _ﬂ% C TAC GG ACG ATG ACG AT D_mw.Olm.O..m.mu.qm ETCETTCTECCACAAGC GCC TT CEGTCO
109 118 127 136 163 Y72 181 190 199 208
@oa Gtw TLb Nam_ 0006004,
1192 [
596 —
0o | | .
GTTGECCT TCTCECTEGG GG CTEGD TCCTEG GTGTTEGCEC TGCTGCCTTCCCTEC ECCAGTACCCUCAGGAG G ATTCE GATGTAGCCGC CCCACACAGACAGCCACTCRACETC
217 226 235 244 253 262 271 280 289 298 307 2116 325
1192
596
o | | W |
TTCAG! CcCG TTG AC c TTEGGTANCATCE TE GACGGECATETCAGECCTGE MG GGAGARCATGTARAC GAGT CATGTGTG GC 2 GC "G AGGCACTGGCAG
334 343 352 361 370 379 388 397 406 415 424 433 442
1192
il M A AN W sl Widnapn e Wil
o AW
C CCTG B GO T T-CiE GAiTGGCTG GATGGATGCT TCC TCTGGATTC TGAGGAG ACTTGCCTGGTG TCATCAE TG GTOCTTT ITGGAGTTTGAGGTAT
451 460 469 478 487 496 505 514 523 532 541 550
1192
596
o Wi AWM A WV VWA %3%?%5?%%%%3@
CCTAGAGTACECTECAG CAGATTTGAGAGTAGTGAGG C GCCAGAGCTGTGC AGATGAGTAC GTCCTGATCEAGTTCETGEAG
559 568 577 586 595 604 613 622 631 640 649 658
1192
596
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) Bi osystems RDB06998_12822_A4Gg_CMV-Forward_A09_03 Inst Model/Name 3500/3500 Instrument
RDB06998_12822_A4Gg_CMV-Forward Jul 29,2016 02:22PM, JST
S/N G:415 A:306 T:378 C:445 KB_3500_POP7_BDTv3.mob Jul 29,2016 02:48PM, JST
KB.bcp Pts 15658 to 12307 Pk1 Loc:1635 Spacing:10.74 Pts/Panel1350
KB 1.4.1.8 Cap:3 Version 6.0 HiSQV Bases: 943 Plate Name: 20160729_Mix2
TAGATGCAAT ARCEACCGECECTEACCEAAL CAC TGCCAGCCTGCTGACGAAGCTGCAGGC AC AG CCAGTGEC TG CAGGACATG AT ¢ TCATE DCAT T 076
667 676 685 694 703 712 721 730 739 748 757 766
L] wmvCoP
596
0 SOOI ANy VAV Y e Ve N VoY 0 10 Y T 4N VeV e et Y 0 @ e e Yo Y e Y e o Ve Yo
CGEAGETTTAAGCG AGTTCC TGCAG TCCAGEC TG AGERE CTCTTCGGCD TGIFAGGGCECEETCE AGEATGCATGTAG AGEGC CECTARTTECTALAGTG ]
Va5 784 793 802 811 820 | 829 838 b Hmbq 856 ¢
GLop hol Xba
1192 TLb X
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TCTGTT
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1192
526

1182
596

0
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>U_u__ma 06998_12822_A4Gg_SV40pro_F_V2_EO01_13 Inst Model/Name 3500/3500 Instrument

) BioSystems 06998_12822_A4Gg_SV40pro_F_V2 Jul 26,2016 02:25PM, JST
S/N G:1387 A:1005 T:1156 C:1640  primer name m : SV40pro F V2 KB_3500_POP7_BDTv3.mob Jul 26,2016 02:51PM, JST
KB.bcp 5'- TCGGCCTCTGAGCTATTC -3' Pts 1492 to 12412 Pk1 Loc:1469 Spacing:10.98 Pts/Panel1350
_Am 1418 Cap:13 . Version 6.0 HiSQV Bases: 965 Plate Name: 20160726_dnabank
TGAEC TTTTGEAGC TAGGOTLIPALS GLTCLEG 66 G QTTCEATATCCAT TTTCGGATCT GATCARG AG ACAG GATGAGGATCET TTCEGHA TGRT T'GAR CA Al
1 10 5 I 28 37 46 55 64 73 82 91 100

1138 __ ootV NeoR

N
5 N O N0 ,

ATGGARAT TGCACGCAGGTTCTCCGGCCGC TTGGGTG GAGAGGCTATTCGGCE TATG ACTGGG CAC CAG AC TCEGGEGCTGCTC TGATGCCGCCGTGTTCECGGLTGTCAGLGEC
109 118 127 136 145 154 163 172 181 190 189 208 217

1138

o VIV ‘ i |

“GGGGCGCCCGGTTCTTTTTGTC GACCGACCTGTCCGGTGCCCTG TG CTGCAGGACGAGGCAGCGCGGLCTATCGTGGCTGGCCACGACGGGCGTTCCT TGCGCAGCT

) 226 235 244 253 262 2711 280 289 298 307 316 325

1138

569 >> —

0 i . ‘ | /\
GTGCTCGACGTTGTCACTG GCGGG GGG fCTGGCTGCTATTGGGCG GTGCCGGGGLCAGG ATCTCCTGTCATCTCACCTTGCTCCTGCCEGAG GTATCCATC TGGCTC

334 343 352 361 370 379 388 397 406 415 424 433 442

1138

569

0 [\ , j Sl \ | /\ »;
ATGC TECGGCGGEGE TECATACGOCTTGATCCGGC TACC TGCEC AT TGGE AC CAEC G CG CATCGCATCGAGCGAGCACGTACTCGGATGG GCEE BT CITETE GATC

451 460 469 478 487 496 505 514 523 532 541 550
1138

ot oo sttt e

TGATCTGGACG GAGCATCAGGGGCTCGCGCCAGCCG CTETTCBCCAGBGCTC GGCGCGCATGCCCGACGG LG AGGATCTCGTC GTGACCCATGGCGATGCC
559 568 577 586 595 604 613 622 631 640 649 658 6¢

1138
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 Applied

) Bi osystems 06998_12822_A4Gg_SV40pro_F_V2_EO01_13 Inst Model/Name 3500/3500 Instrument
06998_12822_A4Gg_SV40pro_F_V2 Jul 26,2016 02:25PM, JST
S/N G:1387 A:1005 T:1156 C:1640 KB_3500_POP7_BDTv3.mob Jul 26,2016 02:51PM, JST
KB.bcp Pts 1492 to 12412 Pk1 Loc:1469 Spacing:10.98 Pts/Panel1350
KB 1418 Cap:13 Version 6.0 HiSQV Bases: 965 Plate Name: 20160726_dnabank
[ TGCTTGCCGAATATCATGGTGG AATGGECGECT TTTCTGGAT TCAT CGAC TGTGECC GG IGEGTGIGGCEGACCGETATCAGGACATAGOGT TG GC TACCEGT
57 676 685 £94 703 712 721 730 739 748 757 766
1138
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ATAT TG E TG AGCTOEGC G GE G AATG GBE TG ACCGE I TCC TEG TECTITACGE TATEGCEEC TCECSE e GEAGCGCATCEEE TTECTATERE C'T
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TCTTGACGAGTTET TCITGAE CEGGGACTETEGEEEE TTCG : TG AC CG gc GCGACGCCC CC TG GCC T &
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CC GLeCGCCC TTECTATG 3 GG TT GGG C TT C GG TCG TTTTTCCC GGG C G CccC GG C T GGG TG TT 8C TTLLE G C G—£ G
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GGG T 2 3 & TG C T GGG G ITT ¢ AT C c € & & TG TT G C T™ 7T T T G € CG 6
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