Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK clone name : pCMFlag_hsNanog

@ Clone ID 2 RDB _ 06601

® Lot - 12819 _ A4Gb

@ DNA Concentration z 25 nanogram/microliter

@® Volume z 40 microliter

@ Form z DNA solution in TE buffer

@ Host : DH5 alpha

@ Culture s LB medium

@ Antibiotics - 100 microgram/ml Ampicillin

@ Purification : QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 47 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Bglll : 6.4 kbp
Scal : 42, 2.2 kbp
BamHI : 3.1,20, 1.2 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name
Sequence — A CMV-Forward
Sequence - B BGH_rev

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html
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) Bi osystems 06601_12819_A4Gb_CMV-Fowaed_A01_01 Inst Model/Name 3500/3500 Instrument
06601_12819_A4Gb_CMV-Fowaed Jul 17,2014 09:24AM, JST
SIN G:49 A:54 T:28 C:36 primer name A : CMV-Forward KB_3500_POP7_BDTv3.mob Jul 17,2014 09:51AM, JST
KB.bcp 5.GC _ Pts 1315 to 13298 Pk1 Loc:1292 Spacing:12.0 Pts/Panel1350
KB14.18 Cap1 -GCACCAAAATCAACGGGACTT-3'  vgrsion 54 HISQV Bases: 1041 Plate Name: 20140717_mix
TETATTCCAT: TC CtEIGC CA T T ECGC TGGGCGGTAGGCGTGTACGGTGGGAGGTCTIATAT GCAGAGCTICTCTGGCT CTAGAG CCCACTGCTTACTGGCTTATLCA
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Applied

06601_12819_A4Gb_BGHrev_B01_04 Inst Model/Name 3500/3500 Instrument
 Biosystems 06601_12819_A4Gb_BGHrev Jul 17,2014 09:24AM, JST
SIN G:28 A:21 T:17 C:14 privse nmwe § <Bies KB_3500_POP7_BDTv3.mob Jul 17,2014 09:51AM, JST
KB.bcp : Pts 1318 to 13499 Pk1 Loc:1295 Spacing:12.13 Pts/Panel1350
KB1.4.1.8 Cap:4 5"TAGAAGGCACAGTCGAGG-3'  version 5.4 HiSQV Bases: 1024 K priper Plate Name: 20140717_mix
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GTTCTGGGTCTGGTTGCTCCAGGTTG TTGT TCCAGGTCTGGTTGCTCCACATTGGAAGGTITCCCAGTCGGGTTCACCAGGCATCCCTGGEGTGGTAGGAAGAGTAGAGGCT GG
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