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clone name : pH-2K"b (C1-4-1)

@ Clone ID

® Lot

@ DNA Concentration
@® Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 01048

12804 _ A4F5

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DHS alpha

LB medium

100 microgram/ml Ampicillin + 20 microgram/ml Tetracycline

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
100
8.0
40

30

1.5
1.2
1.0

Erectrophoresis :

01048

< - H
o o T
1354

Restriction enzyme

49  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

13.0 kbp

EcoRI 9.7, 33 kbp
BamHI 5.0,38,23,1.2,06 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

Amp_R

Sequence - B

pBR EcoRI.R

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html



"\ Applied 01048_12804_A4F5_Amp_R_A10_01 Inst Model/Name 3500/3500 Instrument

' Biosystems
y 01048_12804_A4F5_Amp_R Jun 09,2014 01:41PM, JST
SIN G:283 A:290 T:1194 C:177  ,rimer name A ‘Amp_R KB_3500_POP7_BDTv3.mob Jun 09,2014 02:08PM, JST
KB.bcp , , Pts 1446 to 13340 Pk1 Loc:1423 Spacing:11.96 Pts/Panel1350
KB1.4.1.8 Cap:1 5-GCGACACGGAAATGTTGAATA 3" version 5.4 HiSQV Bases: 1006 Plate Name: 20140609_dnabank
T€ T TOTT (& TAT TAT TG GCATTTAT CAGGGTTITTGTETCAT GAGC GGATACATAT TTG TGTATTTAG L AT B TAGGGGTTCCGEGICACATTTCCCEG
1 11 21 34 41 51 61 71 81 51 101 111
r )
1342 Amp gromoler €
671
Io \ 74 -
GTGCCACCTGACGTCT G CCATTATTATCATGACATT CCTA THI TAGGCGIATCACGAGE CRC'T TTCGTETTC G TTETTGCTGCTTE TGEAGTGTGARATG
12T 4 il 141 151 161 71 181 191 mmoﬂH ) 211 221
or | R e :
1342 vector (pBR32TD Lo (nsert
671
10
TTGGCCAGAGTC GAGTGAAAGTC TCT GGATATGTCACCTGATACAGACTC GGG TGGTGTTTTGC TGAGGE GTCTCATGG .GGC GACTCGAGTGAGGACACGTGATGTTT
231 241 5 251 261 _ 271 281 291 301 311 321 331 34
(NG- 000V83; 3994846 — Dyoeus21)
1342
671 —
K . \
GGAGGGAGTATAATGAGACAC TGGACAGTGATGET GGG CTC GCATAGC TTGETTTGC TG CTACCGTEETCT CAAGTCTTCATE TTCATTIGAT CTTCAETTTGT TGAGAGT
11 351 361 37l 381 391 401 411 421 431 441 451
1342

. \ W AN

CATGGCAGAG CTCCTGGTCATTCCTGCTGACTCGGGCCGATTTGGTGGAGGCCTGGCAGTTTCTGC TGGGTCATGCCATAGCCGATGATTTGGGCTTGET TCCTGACAC

461 471 481 491 501 5Ll 521 531 541 551 561
1342
671
’ I _ N IV N\
TGCAGACCTGGACTGCTGGTATECTGAC CTGGAGATTG AT ECCET GG CTACTTCTI CAGC CAGOTGAGCECTCTTGGEGC TGC TTCTGCATCGAGC TG
571 581 581 601 611 621 631 641 651 661 671
1342
671

o WV VWY A W (VW . A AW
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» Applied

01048_12804_A4F5_pBR_EcoRI_R_B10_04 Inst Model/Name 3500/3500 Instrument
W_Om<mﬂm3m 01048_12804_A4F5 _pBR_EcoRI_R . Jun 09,2014 01:41PM, JST
SIN G:22 A:23 T:17 C:18 primer name g : pBR_EGoRI_R KB_3500_POP7_BDTv3.mob Jun 09,2014 02:08PM, JST
KB.bcp 5-GCCTATG N B ) Pts 1423 to 13422 Pk1 Loc:1400 Spacing:11.83 Pts/Panel1350
KB14.18 Cap4 CCTACAGCATC-3 Version 5.4 HiSQV Bases: 990 | Plate Name: 20140609_dnabank
_ CCCTACCCCCCRATE (GF?TG GLCC GCATTG T11A CATTTCATACACGG TGCC TG A2CTGCG TTAGC T BT &8 CLTT CTACCGCATT .ooeq.ﬂfom TGAT GCTGTE
1 10 19 28 37 16 55 64 73 82 91 100 _._,ngS@ 118
1076 — (0] Tt promopeer | |36
o A LK) » » ‘ I A
AV S VOO oM AL ., A e AN XA A AR VY AN
A CATG mA ITGGTCAGTTAGAGGAACTCTGGGAAGAGAG TGGGGGATTTGTCACACGGGCTCAT GTGGTATGTGTG CTGAGGAGAGGTGACCAGT
Aw| th mzﬁwm 145 - 154 163 172 181 190 199 208 217 226
( 000 €3, 3400\ 53| T 239948 46
1076 | \ELOY Iy Ansert NC - ) 3400 53 | 4 )
538
: \ \
CACATGGCAGAACTTAG TAGTATGARATGGGAT CTG TTAT GAGATAGCTGG CAGGCCTAGCATARARGCATAGGCATTC AALC TGT GTCTCEC CETC AT T
235 244 253 262 271 280 289 298 307 316 325 334 343
1076
538

: , VAN

TTCAGAGC GGGAGGAC GCAGG TCTCCGACAGATAACAGGAGCAGGAGCAAGCAGACACAGAGC GCCTTTCCTTCITCCATGTCTTCATGTAGGC TTCCAGCAGAAG
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