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clone name : pBluescript SKII+mGM-CSF

@ Clone ID

® Lot

@ DNA Concentration
@® Volume

® Form

® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 01469

12797 _ Ad4Es

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DHb5 alpha
LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@® Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis :
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47 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
Pstl 3.4 kbp
Pwull 25,09 kbp
kbp
kbp
kbp

2 Confirmation of the insertion sequence

Sequence name I

Primer name

Sequence — A

T7_20bp

Sequence - B

Reverse2

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html



» Applied

1469 12797 _A4Es_T7_20bp_A07_01 Inst Model/Name 3500/3500 Instrument
Biosystems f1dea - it i iy
y 01469_12797_A4Es_T7_20bp Jun 02,2014 01:38PM, JST
KB.bcp : Pts 1618 to 15134 Pk1 Loc:1595 Spacing:13.73 Pts/Panel1350
KB1.418 Cap:1 5"TAATACGACTCACTATAGGG-3 Version 5.4 HiSQV Bases: 806 Plate Name: 20140602_dnabank
TGCTIA GGA C CIC TCGAGGTCGICSH GIATC GATAAGCT TGATATC GRATTCTAGACACCRTETGG LT GEAGAATT TACTTT TCCTGGGCAT TETGGTCTACAGCC TCTCAGCALCC)
1 10 19 SqlT 28 HWlL 37 Eoopva6| EcoRL mmxda 64 Pstl 73 91 100 109
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CACCCGETCACCCATCACTG TCACCCEGCCTTGGAAGCAT GTAGAGECCATC GAAGCCCTGAACCTCCTGGATGACATGCCTG TCACGT TG AATGAAGAGGTAGAAGICGTC
118 127 136 145 154 163 172 181 190 199 208 217 226
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PCTAACGAGTTCICCT TCAAGAAGCTAACAT GTGTGCAGACCCGCCTGAAGRATATTCGAGCAGGGTC TACGGG GCAATTT CACC CTCAAGGEGCGCCTTGAACATGACAGE
235 244 253 262 271 280 289 298 307 316 325 334 343
1184
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CAGCTACTACCAGCACATACTECCCCCCARCTCCGGAAACGGACTGTGAAACACAAGTTACCACCTATGCGGATTICATAGACAGECT TAAAACCTT TCTGACTGATATCCCC
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wR
1184
582 »
0 VTV WY WY A1) | o
MG TEC GG %.Onm .H_m,.,mm TCCACTAGT TC TAGAGCGCCCECCACCGCGGTGGAGC TCCAGCTTTTEGTTCCCTTTAGTGAGGGTT TTGCGCGCTTG!
460 h;,m & 478 mdou,..p 7 wq;siﬁbmm Xeal 505 ZZH 514 523 Ggcl 532 541 550 559 5¢€
1184 (NM. coﬁfi M f————> vector
ﬂ
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GTAATCATGGTCATAGCTGTTICCIGTGTG TT GTTATCC GCTCACAATTCCACACAACATACGAGCCGS T ETG T GCETEGEE TGCC TAA TGAGT
8 577 586 595 604 613 622 631 640 649 658 667 676
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» Applied

1469 12797 A4Es_Reverse2_A07_01 Inst Model/Name 3500/3500 Instrument
" Biosystems Otsae 2 — e
y 01469_12797_A4Es_Reverse2 Jun 04,2014 09:52AM, JST
S/N G:104 A:103 T:77 C:78 primer name w : Reverse?2 KB_3500_POP7_BDTv3.mob ,E.: 04,2014 10:18AM, JST
KB.bcp Pts 1458 to 13665 Pk1 Loc:1435 Spacing:12.22 Pts/Panel1350
xm; 418 Cap:1 5"GCGGATAACAATTTCACACAGG-3"  version 54 HiSQV Bases: 1015 Plate Name: 20140604_mix
CEG 1G TITEC G CC GCGCGC T CECT CRET GGG C GCTGGAGCTCC OOOOQG%DOOOOOOODMMH G CTAGTGGATCLC|TCAHTTTTTGGCTTG !
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SGTTTTTTEHEGCRTTC GGGGATATCAGT AGGETTTT GGCTGTCTATG TCCGCATAGGTGGT CTTGTGTTICACAGTCCGTTTCCGGAGTTGGGGGEGCAGTATA
121 131 LRV 141 151 161 171 181 191 201 211 221
1304
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; | REN
STCTGGTAGTAGCTGGCTGTCATGTTC GGCGCCCTTGAGTTTGGTG TTECCECG TAGACEC TG C TC GAATATE TT CAGGCGGGTC TG CACACATGTTAGECTTCTTG G
231 241 251 261 271 281 291 301 311 321 331
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GAGARACTCGTTAGAGACGACTTCTACCTCTTCATTC CGTGACAGGBCATGTCATCCAGGRAGGT TCAGGGC TTCTT TGATGGCC TCTACATGCTICCAAGGCCGGGTGACAGTL

341 351 361 371 381 391 401 411 421 431 441 451
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I ATGGGTGAGCGGGTGGGTGC TGAGAGGCTGTAGACCAC TGCCCAGG GT TTeR-GERGUE O GGTGTCTAGAATTICGATATC! GCTTATCGATACCGTCGAC
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CTCGAGGGGGGGLCCCGGTACCC T CECCC TATAGTGAGTC GTATTACGCGCGCTCACTGGCCGTCGTTTTAC CGTCGTGACTGGG AACCCTGGCGTTACCC ¢ o
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