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clone name : pCM-hGM

@ Clone ID

@® Lot

@ DNA Concentration
@® Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 01687

12796 _ A4Es

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis :

42  nanogram DNA per lane ;

Restriction enzyme

Expected size of fragment

% agarose gel , 1 x TAE Buffer

EcoRlI 3.9 kbp
BamHI 39 kbp
EcoRI + BamHI 35,04 kbp
kbp
kbp
@® Confirmation of the insertion sequence
Sequence name Primer name
Sequence — A CMV-Forward
Sequence - B - i
Sequence - C = f
Sequence - D - ‘Q
APPROVED BY : =

http://dna.brc.riken jp/index.html



Applied

Bi osystems 01687_12796_A4Es_CMV-Foward_C07_07 Inst Model/Name 3500/3500 Instrument
01687_12796_A4Es_CMV-Foward Jun 02,2014 01:38PM, JST
S/IN G:153 A:145T:82 C:118 ﬁﬁwamﬂﬂmﬂum} : CMV-Forward KB_3500_POP7_BDTv3.mob L:.: 02,2014 02:05PM, JST
KB.bcp Pts 1381 to 13454 Pk1 Loc:1358 Spacing:11.95 Pts/Panel1350
KB1.4.1.8 Cap7 5'"GCACCAAAATCAACGGGACTT-3'  vVersion 54 HiSQV Bases: 1030 Plate Name: 20140802_dnabank
7 TTT TICCAC 'ICC G (CCCCAT TG /CGCART GG GCGGTAGGE GTGIACGGTGGGAGGTCTATATAAGCAGAGCTCGTTIAGTGAACCGTCAGATCGCCTGG 2G 2CGCCATCEC
1 11 21 31 a1 51 61 i 81 91 101 i
Sacl
1266 = wmtimal CMV  promotes
633
0 \
T CGCTGTTTTGACCTCCATAGAAGACACCGGG ACCGATCCAGCCTCCGC GGCCCCGAATTCTAGACCAC QR TQTGGLTGCAGAGCCTGCTGCTCTTGGGCACTGTGGCC TGCAC
121 131 141 151 mw__H rﬂm _m% 1y ol 18 start, 191 PstL 201 211 221y T
0
‘ NM_000)\758
1266
s Ss?%%%%gszg%é )
3CATCTCTGCACCCGCCCGCTCGC CCAGE CCCAGCACGCAGCCCT GGGAGCATGTGAATGCCATCCAGG AGGCCCGGCGTCTCCTGAACCTGAGTAGAGACACTGCTGCTGAG
, 231 241 251 261 271 281 291 301 311 321 331
1266
633 —
0
TGAAT GAAACAGTAGAAGTCATCTCAGAAATGT TTGACCT CCAGGAGCC GACCTGCC TACAGACCCGCCTGGAGCTGTACAAGCAGGECCTGCGEGGCAGCCTCACCAAGCTCY
341 351 361 371 381 391 401 411 421 431 1 4al 451
By
1266
633
0 A [\ . » »
GGGCCCCTTGACCATGATGGCCAGE CACTACAAGCAGCACTGCCCTCCAACCCCGGAAACT TCCTGTGCAACCCAGACTATCACCT TTGARAGTTTCAAAGAGAACCTG
1 461 471 481 491 501 511 521 531 541 551 561
Apa
1266
633 »
0
GGACTTTCTGCTTGTCATCCCCTTTIGACTGCTGGGAGCCAGTCCAGE omq.o G ATCCAGACATG ATAAGATACATTGATGAGT TTGGACAAACCACAACTAGAATGCAGT
571 581 591 601 611 stop] | 621 BamHl 631 641 651 661 671
A BODTF - . .
1266 NM_D0075 —> Su4p ,poly(A) Signal
633 »
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