Gene Engineering Division
RIKEN BioResource Center

R

tIH=H
BRC

RIKEN DNA BANK clone name : pDUAL2-HFGlc

@ Clone ID

@ Lot

® DNA Concentration
@® Volume

® Form

@ Host

@® Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

RDB _ 06157

12791 _ AdEq

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

Surivel?

LB medium

100 microgram/ml Amp; 33 microgram/ml Cm

QIAGEN QIAprep Spin Miniprep kit

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
100
8.0
4.0

3.0

1.5
1.2
1.0

0.1

Erectrophoresis : 50 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Sacl 10.8 kbp
Sall 84,24 kbp
EcoRV 91,1.7 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name
Sequence — A nmt1Fw
Sequence — B ADH _rev

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

06157_12791_A4Eq_nmt1_Fw_B10_04 Inst Model/Name 3500/3500 Instrument
W.Om<m.nm3m 06157_12791_A4Eq_nmt1_Fw May 28,2014 01:39PM, JST
SING:19A:26 T:15 C:15 primer name ? : nmtlFw KB_3500_POP7_BDTv3.mob May 28,2014 02:06PM, JST
KB.bcp " AAAA A Pts 1347 to 13523 Pk1 Loc:1324 Spacing:12.13 Pts/Panel1350
KB1.4.1.8 Cap4 F-GETEAT GACEAERARRES Version 6.0 HiSQV Bases: 1032 x Plate Name: 20140528_mix
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Applied

157_12791_A4Eq_nmt1_Fw_B10_04 Inst Model/Name 3500/3500 Instrument
Biosystems 06157_12791_A4Eq_nmt1_Fw_B10_
y 06157_12791_A4Eq_nmt1_Fw May 28,2014 01:39PM, JST
S/IN G119 A:26 T:15 C:15 KB_3500_POP7_BDTv3.mob May 28,2014 02:06PM, JST
KB.bcp Pts 1347 to 13523 Pk1 Loc:1324 Spacing:12.13 Pts/Panel1350
KB14.18 Cap4 Version 6.0 HiSQV Bases: 1032 Plate Name: 20140528_mix
CAAGACAQGTGE TGAAG TCAAGT T GRAGGTIEGATACCE PTCT'TAATAGAATE GAGTT GCT-ATT:G ALT TT GRAGAT GG CATTCTT GGACAC TG4 BAT
681 691 701 711 721 731 741 751 761 771 781
1114
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CT CACA CAATHBTATAC AT CA TEG CA GAC TEGEAATC GTTAACT TC TT AGACA GAAGAT TG AAG AT GG AAGCGIT CIA CTAGC
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1114
557
- O = = i = - = - — ‘-
GACGCATTATCAAL A ETEE TTGGCGATG CCCCTETCCTT TIAC CAGACAA CCAT TAECTGTCCACACAATETGECE TTICE C-AT CIC CAN 168 |
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SAGAGACCACATGG ICC ﬁwm TTGAG TTTCGTA A CAGC TGCTGGGGA IT ACA CA TGGGC ATCEG T G CTIA TA C GGATA TC AC & T TEG 1A AC
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Applied

06157_12791_A4Eq_ADHrev_A10_01 Inst Model/Name 3500/3500 Instrument
D Biosystems 06157_12791_A4Eq_ADHrev May 28,2014 01:39PM, JST
S/N G:60 A:73 T:53 C:59 primer name @ : ADH_rev KB_3500_POP7_BDTv3.mob May 28,2014 02:06PM, JST
KB.bcp 5'-CTATACCTGAGAAAGCAACCTGAC-3' Pts 1368 to 13408 Pk1 Loc:1345 Spacing:12.06 Pts/Panel1350
KB 1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 1015 Plate Name: 20140528 _mix
TGE IGGEG TAC TCAAG JA 'TIA GAATT T7T € GT T'TTIA ARC ©T ABIGAGT CAC T T'T TTT GETATACAC TTATTTTTTTTATAACTT AT TTAAT AAT TR T TCAT
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ATATTAAATTA GATTIT GCA T CAGACTACATAATAGTGET CACAACATATCCAGTCACTATGGTCGACCTGCAGACTE GCTGTE TATAA GGGAGCCTEGACATITT
235 244 253 262 271 280 289 298 w :“wq.\ll. 316 325 334 mmuw
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TATTCCCCAGAAC GGTTAATGGC GTTTTTGAT GTCATTTTC GCGGTGGCTGAGATCAGCCACTTC TTCCCCGATAACGGAGACC GGCACACTGGCCATATCGGTGGTC
“ 352 361 370 379 388 397 406 415 424 433 442 451
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TCA TGEG CCAG CTTTCATCECCCCATATGCALCA BT GEGT TTCACGGHAGACTT TATC TGACAGCAGACGTGCAC TG GCCAGGGG G ATC ng CETC GCCCEEELET
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TAT CACTC TG TAEAT CCAL CAG ACGATA AC GECTCTCTC TT TTATAGGTGT BT TT CTGCATTTGCAD CAGE CCCTE TTCTCGTEAGE GAGC
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06157_12791_A4Eq_ADHrev_A10_01 " Inst Model/Name 3500/3500 Instrument
losystems v = T ol
d Biosy 06157_12791_A4Eq_ADHrev May 28,2014 01:39PM, JST
S/N G:60 A:73 T:53 C:59 KB_3500_POP7_BDTv3.mob May 28,2014 02:06PM, JST
KB.bcp Pts 1368 to 13408 Pk1 Loc:1345 Spacing:12.06 Pts/Panel1350
KB1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 1015 Plate Name: 20140528_mix
¢ GTTCATTTCA AT CCGGGCGACCTCAGCCATCCCTTCCTGAT TTTCCGC TTTCCAGCGT TCGGCACGCAGACGACGGGC TTCAT TCTEGCATGGTTGTGCT TACCH
685 694 703 712 721 730 739 748 757 766 775 784
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GACCGEGAG ATATTGACATCATATAT BIC &T TG ATAGC TG TCGC TG TCAAC TG TCACTG TAATACGETGETTICATAGCATACCTC T TTT TGACATART
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