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clone name : pCAhRCD40L

RIKEN
BRC
@ Clone ID RDB _ 03915
@® Lot 12774 _ A4Di

@® DNA Concentration
@ Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0
40
30
15

12
10

05

0.1

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

enzyme

03915

uncut
EcoRI
Ncol

Erectrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
EcoRI 5.5 kbp
Ncol 28, 21,07 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer

name

Sequence name

Primer name

Sequence — A

pAxGA_F1

Sequence — E

Sequence — B -

Sequence - F

Sequence - C =

Sequence - G

Sequence - D -

Sequence — H

APPROVED BY :

htto://dna.brc.riken.in/index.html



ﬁm Applied

9 W_Om<m.nm3m 03915_12774_A4Di_pAxCA_F1_E12_05_ABIO8 Inst Model/Name 3500/3500 Instrument
03915_12774_A4Di_pAxCA_F1 Sep 21,2016 09:24AM, PDT
S/N G:54 A;72 T:94 C:86 primer name } . pAxCA_F1 KB_3500_POP7_BDTv3.mob Sep 21,2016 09:53AM, PDT
KB.bcp " o Pts 1572 to 12881 Pk1 Loc:1549 Spacing:11.54 Pts/Panel1350
KB1.4.1.8 Cap:s5b 5- GGCTTCTEGCETGTEACCGEEC -3 Version 6.0 HiSQV Bases: 915 Plate Name: 20160921_dnabank
e (ACC CCEGE T16 CATG TT(ATE CCT TCTTET TTTTCE TACAG CT CCTGGE CARCE TG CTGETIAT TS TECTGTCTCATCAT 2T TG 6L & ABTTCAGC TCG
1 10 19 28 37 46 55 64 73 82 91 100 109

CAT ACAACC CTTCTCCCCGATCTGCGGCCACTGGACTGCCCATCAGCATG TTT TTATGTATTTACT TACTGTTTTTCT TATCACCCAGATGATTGEGGGTCAGC
118 127 136 145 154 163 172 181 180 198 208 217 2z
1240—> CHAOL N ooood2, 93

620 > — —
0 _ \ NV
CTTTTTGCTGTGTATCTTCATAGAAGGTT G GACAAGATAGAAGATGA GG TETTCATGAAGATTTTGTATTCATG LACGATACAG AG ATGC CACAGGAG 2 GAT
16 235 244 253 262 277 280 289 298 30T 316 325 334
1240
620 » »
5 | |
C T TAT-CETTACT G AECTGTGAGGAG ATT : GCTAGTTTGE GGCTTTGTGAAG GATAT TGTTAR C G GGG ACG G A G AAAACAGCTTTGRAAATGCAARA .G
343 352 361 370 379 388 397 406 415 424 433 442 451
1240
620
0
STGATCAG TCCTCA TTGCGGCACATGTCAT GTGAGGCCAGCAGT : 0 CATCTGTGTTACAGTGGGLCTGA?Z \GGATACTACACCATG AGC & CTTGGT
460 469 478 487 496 505 514 523 532 541 550 559
1240
7 <<<<<@(g<<<§(<<<<<<<<<«g(<<<<<<<<</ <<<<<<§(&<@<KK<<&(<<<<<{<</<g<%<<<<<<<<<<<<«&z<<<<<<xK(<<<
‘ MYy
CCCTGG TGGGAS CAGETBRACCGTT : CGGACTETATTATATCTAT GE B.E TEACCT T'ETETT B TCGGG G CTTCGAG TC GEeTCCATT
568 574 586 595 604 613 622 631 640 649 658 667 6

| 1240 HindIL
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%ﬁw Applied 03915_12774_A4Di_pAxCA_F1_E12_05_ABI08 Inst Model/Name 3500/3500 Instrument

=" Blosystems
y 03915_12774_A4Di_pAxCA_F1 Sep 21,2016 09:24AM, PDT
S/N G:54 A:72 T:94 C:86 KB_3500_POP7_BDTv3.mob Sep 21,2016 09:53AM, PDT
KB.becp Pts 1572 to 12881 Pk1 Loc:1549 Spacing:11.54 Pts/Panel1350
KB 1.4.1.8 Cap5 Version 6.0 HiSQV Bases: 915 Plate Name: 20160921_dnabank
EE CCACE CTE TECUT GTCCCCCEET AGATTCG AGAGAATCTTAC TECA GAGECTGCA T AE CC A TAGT T gLGiCc e CCTTG CGGGCHAC T GC ATT CALCT
76 685 694 703 712 721 730 739 748 757 766 775
1240
620
0
TGEEGAGEAGTATTTG TG € CEAS 6 TEGCT TCEGTGTTITGIC AATETGACTGATCE ARGCCAAG TG AGCEAT GG EACTE GE TTICACGTCCT T TG
784 793 802 811 820 829 838 847 856 865 874
Neol
1240
620
o 00000 O a0 00000000000 o™ a0 0 oeodTSe U ce X
G e T A ST TC TTTITICEE TCTELE “3 TG GG GG BCATCATE AAE CECC TITTE AGC
883 901 910 | 919 937 946 964
1240 CRAOL |

620 W, 0000T&Dy =
0 PRGN S A S e R A A T

T LG G T™T A TTEYTC ATT & C 1 TAG TG TGE T GG GRTTEITEIY & T & TE TE T CER G TTE GG cC G A C
973 982 1009 1018 1027

1240
620
0
G G G G ce 1T L T T G T © G G E T G T il G c T i G G G T
1045 1054 1063 1072 1081
1240
620
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