Gene Engineering Division
RIKEN BioResource Center

ﬁ RIKEN DNA BANK clone name : pGL4-phFOSL1

RUKZH
BRC

@ Clone ID . RDB _ 07476

@ Lot = 12748 _ A4D2

@ DNA Concentration 4 25 nanogram/microliter

@® Volume £ 1 microgram

@® Form > DNA solution in TE buffer

@ Host : DH5

@ Culture s LB medium

@ Antibiotics : 100 microgram/ml Ampicillin -

@ Purification - QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L), oT47b
125 ng/well o
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- . oresis: 46  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Sall : 9.6 kbp
Pstl : 32,1904 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name l Primer name
Sequence — A pGL4-4174F
Sequence — B pGL4-136R

Sequence — C =

Sequence - D =

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

Biosystems 07476_12748_A4D2_pGL4-4174F_C11_08 Inst Model/Name 3500/3500 Instrument
07476_12748_A4D2_pGL4-4174F Apr 07,2014 02:32PM, JST
SIN G:78 A84T:66 C:73 [imer name A\ : pGLA-4174F KB_3500_POP7_BDTv3.mob Apr 07,2014 02:59PM, JST
KB.bcp Pts 1389 to 12958 Pk1 Loc:1366 | Spacing:11.48 Pts/Panel1350
KB1.4.1.8 Cap8 5" TAGCAAAATAGGCTGTCCCC-3' Version 5.4 HiSQV Bases: 1008 | Plate Name: 20140407 _mix
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1246 . o g.,,.:_wﬂ B
ctoy < 5
623 by
0 S GV OO0 Q NV o/ AN . VYV |
CCCCAGCCCTETITTE TGTAGTEGT G TG ACAACTG ACAGC TCAGTACTCCATCTGGEGCCTCAGTTTCCTCATCTATGATGGAALGT TCAGAGAG WCCTTTGGGATGGTGCC!
121 131 141 151 161 171 181 191 2 2371 Hind TI 221
1246
623 »
0
CAGCACT CATTCTGGATGTGCGAC GGTGTCTGTGAAGGTGTAAGGGCTT TG AA TCTTGGCTGAGCCTGGGCTTGGAGTGCCCACGGCTGTGACTTGGC CCTGITGCE
231 241 281 261 271 281 291 301 311 321 32 34
1246
623
0
CAGCTACTCACTTAGCGACTTC GC TTEATT TEAGCATETCCEAGCCIEAG T TEGEBCATC TG TR AACAGGGATGAGGATGRTACC TGC CTCACATTCACTCACCTTTG
11 351 361 371, 381 391 401 411 421 431 441 451
1246
623
0 bl )
CATAET ET:GC c GTCTGGTGCECCAC: GCCTCCG GGCACTGACCGT! TG GATGGCGTTTATCAGACCTCAGGACACCTGTAGTGEGGCCCTG TT CTEGY
461 471 481 491 501 5734, 521 531 541 551 561
1246
623
: W Al YV AVWAY
TTATAGCTCCTG ] ATTATCCTGAGT TACTAT TATAT T GCATTTITATGTGGGSTIAGT TC GEATTACCT T AT 8GE CATTT ATATACCACCCAGCCTGGG!
571, 581 591 601 611 621 631 641 651 661 671
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AppPIEu

07476_12748_A4D2_pGL4-136R_D11_11 Inst Model/Name 3500/3500 Instrument
Biosystems - —NADZE_P -

y 07476_12748_A4D2_pGL4-136R Apr 07,2014 02:32PM, JST
SING28AA9TASC2 | i ome b+ pGLA-136R KB_3500_POP7_BDTv3.mob Apr 07,2014 02:59PM, JST
KB.bcp Pts 1401 to 12915 Pk1 Loc:1378 Spacing:11.48 Pts/Panel1350
KB1418 Capi1 5-CTTCGAGTGGGTAGAATGGC-3 Version 5.4 HiSQV Bases: 994 Plate Name: 20140407_mix
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CCGCG GGG GGTGGGGGCGTTGCAGCGGCGCGGTCACCTCCAGGCTCCACCCCCGAG Omﬂmﬂnmnﬂe:_mmn.ﬁnmaﬁmm TCCCG CTTGGCGRACGCCTCCCC mﬂﬁnmm_nl,.ﬂ
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GCAGCCTTTTCACCGGG ATGGGCCCGGCTCG OOO%ﬂonmommﬁmmﬁHmOmDDOOmmOOnﬁﬁnqm CGTAGCTGCCCATACATGGTGT CTTCETUBCCGLCGCCCAGGTG GAGC

p=
231 241 25, 2&& 261 279, 281 ?Tﬁ 291 301 311 321 331 341
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nnmomﬂenﬂnnymﬁmm CETGACGE ACCTEEEAGAGCEC BEEEE CEEECREEEAGE ECT.C TEG Emnn%mﬂmo; T BESTTTETGE TECCAL ATAGC2CG
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IATCTCTAG GAGCCACGCC COGECREEE moﬁ._u.nmn_mm GTGACGGTCT TITCCACTGGEETTGTETTT GGCTTCGAGTATATG GT G iy TGAC CCLGGG
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TTAE N EETSCGCATATTTT ATTT TIACT PPATAT DT T TCGAGACESGEETETETE TCACLCGAGE CT G GTEGCAGTGGC TC GATC TCGGEGEGC _n‘_.mm.m_mnqn CTT
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