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RIKEN DNA BANK clone name : DRA2EH

@ Clone ID i RDB _ 01232

® Lot . 12737 _AIGs

@ DNA Concentration : 25 nanogram/microliter

@ Volume : 40 microliter

® Form : DNA solution in TE buffer

@ Host DH5 alpha

@ Culture LB medium

@ Antibiotics 100 microgram/ml Ampicillin

@ Purification

QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis : 100

Restriction enzyme

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

BamHI 41 kbp
Pstl 29,06, 0.6 kbp
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kbp

@ Confirmation of the insertion sequence

Sequence name Primer name

Sequence name

Primer name

Sequence — A HLA-DLA700F

Sequence — E

Sequence — B HLA-DLA1200R

Sequence — F

Sequence — G =

Sequence — G

V&

Sequence — D s

Sequence — H

(178,10
\‘ < '

\Ilz fE

APPROVED BY :
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M5 Applied

w_0m<m.nm_3m 01232_12737_A7Gs_HLA-DLA700F_B02_05_ABI24 Inst Model/Name 3500/3500 Instrument
01232_12737_A7Gs_HLA-DLA700F Aug 03,2017 02:22PM, JST
S/N G:94 A:107 T:137 C:174 primer name > : HLA-DLA7Q0F KB_3500_POP7_BDTv3.mob Aug 03,2017 02:48PM, JST
KB.bcp " \ Pts 1499 to 13127 Pk1 Loc:1476 Spacing:11.72 Pts/Panel1350
KB 1418 Cap5 >~ GAAAACTGTCTCTGACACTC -3 Version 6.0 HiSQV Bases: 959 Plate Name: 20170803_dnabank
CCTTA C TTCA T TICEAGCCACG TG iCATTG ACCACTG G TGGGGTG FACTTG TCTATGAAACAGATGAGGACGTTGG GC TCTC TCAGT TCCACAGGGCTGTTCGTGAGCAC
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GTTACCTCTGG AGGTRARCATTGGTGATCGGAGTATAG TTGGAGCGCTTTGTCATGATTTCCAGG TTGGCTTTGTCCACAGC TATGTTGGC CAATGCACCTTG AGCCTCA
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GOCATATTTCTTCTTGGGCGCCCCCCCCCCCAAACCCCCELTGCAGGTCGAC TCTAGAGGATCCCCGGGTACCGAGCTCGAATTCCC TATAGTGAGTCGTATTAAATTC GTAAT
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CATGTCATAGCTGT TTCCTGTGTGAAATTGTTATC CGCTCAC? ._.._aeoo,.‘o.rro AACATACGAGCCGGAAGCATAAAGTGTA .L,_mn CTGGGGT GCCT? —._ TGAGTGAGC TA AC
568 577 586 595 604 613\ 622 531 640 649 658 667 ,
CAP
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01232_12737_A7Gs_HLA-DLA700F_B02_05_ABI24 Inst Model/Name 3500/3500 Instrument

01232_12737_A7Gs_HLA-DLATO0F Aug 03,2017 02:22PM, JST
S/N G:94 A:107 T:137 C:174 KB_3500_POP7_BDTv3.mob Aug 03,2017 02:48PM, JST
KB.bcp Pts 1499 to 13127 Pk1 Loc:1476 Spacing:11.72 Pts/Panel1350
KB 1418 Caps5b Version 6.0 HiSQV Bases: 959 Plate Name: 20170803_dnabank
TCACATTARTTGCGTTGCGCTCACTGCCCGCTTTCCAGTCG GGAAACC TGTCGTGCCAGC TGCATTAATGAAT CGGCCAACGCGCGGGGAGAGGCGGT TTGC GTAT
676 685 694 703 712 721 730 739 748 757 766 775
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0 va :
TGGECGCTCTTCCGCTTCCTCGCTCAC TGACTCGCTGCGCTCGGTCGTTCGGRTGLGGECR AGCGGETATCAGCTCAC TCARARAGGCGE TAATACGGTTATCCH
784 793 802 811 820 829 838 847 856 865 874
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>_uu__ma 01232_12737_A7Gs_HLA-DLA1200R_C02_08_ABI24 Inst Model/Name 3500/3500 Instrument

' Biosystems
y 01232_12737_A7Gs_HLA-DLA1200R Aug 03,2017 02:22PM, JST
S/IN G:258 A:290 T:279 C:344 primer name @ ‘ HLA-DLA1200R KB_3500_POP7_BDTv3.mob Aug 03,2017 02:48PM, JST
KB.bcp . . Pts 1471 to 13140 Pk1 Loc: 1448 Spacing:11.75 Pts/Panel1350
KB 14.1.8 Cap8 5'- ATTGTGTTCAGAAAAATCAC -3 Version 6.0 HiSQV Bases: 1004 Plate Name: 20170803_dnabank
ﬁ AT G C: TTZIAC .G TICACAAG AGI!ITGCCCCATGG GGCATTCCATAG CAGAGACAGACTCC TG TATGT TTIAT TCCAGAGGCATTGCATGG TG ATAATARRAAT GATA G
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GAAATAGAGGH ATAGATACAGG ARAARAGGCAATAG ACAGGG AAGCCAGCTAGATGTTAGAGTACGG AGCAATCGAGGAGGCATATCCACACTTGGGGTGGC TATAGGGCTG |
118 127 145 163 172 181 190 199 208 217
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GAARAATGCTG AAGATGACTGCTTTCACTGAG GTCAAGGATT GTAATATTGCCAGC TTTGTARAGCCATTAAAGCAGAAGTTTCTTCAGTGATCTTC TCTCTAAGAAACACCATC
226 235 244 253 262 271 280 289 298 307 316 325 334 |
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ACCTCCATGTGCC|TTACAGAGGCCCCCTGECGTTCTIGC TGCATTGCTTTTGC GCAATCCCT TGATGATGAAGATGGTCCCAATAATGAT GCCCACCAGACCCACAGTCAGGCECLC

343 352 361 370 379 388 397 406 415 124 433 442 .
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\GGGCACACACCACGTTCTCTGTAGTCTCTG GGAGAGGGCTTG GAGCATCAAACTCCCAG TGCTTGAGAAGAG GCTCATCCAAGCCCCAG TGCTCCACCCTGCAGTC GTAAAC
151 160 469 478 . 187 196 505 514 523 532 541 550 559
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GTCCTCAGTTGAGGGCAGGAAGGGGAGATAGTG GAACT TG CGGAAAAGGTGGTCTTCCCTG GGCAGGAAGAC TGTC TCTGACACTCCTGTGGTGACAGGT TT TCCATT TC |
568 577 586 595 604 613 622 631 640 7249 658 667
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= Applied

A\ W_O_.-u\m.ﬂm:am 01232_12737_A7Gs_HLA-DLA1200R_C02_08_ABI24 Inst Model/Name 3500/3500 Instrument
o 01232_12737_A7Gs_HLA-DLA1200R Aug 03,2017 02:22PM, JST
SIN G:258 A:290 T:279 C:344 KB_3500_POP7_BDTv3.mob Aug 03,2017 02:48PM, JST
KB.bcp Pts 1471 to 13140 Pk1 Loc:1448 Spacing:11.75 Pts/Panel1350
KB 1418 Cap:8 Version 6.0 HiSQV Bases: 1004 Plate Name: 20170803_dnabank
3AAGCCACGTGACATT GACCACTGGTGGGGTGAACT TG TCTAT GAAACAGATGAGGACGTTGGGC TC TC TCAGT TCCACAGGGCTGTTCGT GAGCACAGT TACCTCTG
676 685 594 703 712 721 730 739 748 757 7686 775
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