Gene Engineering Division
RIKEN BioResource Center

ﬁ RIKEN DNA BANK clone name : RBP-J
@ Clone ID RDB _ 01801
® Lot 12401 _ A4Bh

@® DNA Concentration
@ Volume

® Form

@® Host

@® Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

25 nanogram/microliter

1 microgram

DNA solution in TE buffer

DHS &

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

2-Log DNA Ladder

(NEB#N3200L),
125 ng/well

(kb)
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Erectrophoresis : 45 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme

Expected size of fragment

Xho I 45 kbp
BamH I 45 kbp
Xho I + BamH I 16,29 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Seqguence name

Primer name

Sequence — A

M13(-40)

Sequence — B

Reverse2

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

12401_A4Bh_M13(-40)_A01_01 Inst Model/Name 3500/3500 Instrument
Biosystems DiEal - - =
y 01801_12401_A4Bh_M13(-40) Feb 20,2014 10:12AM, JST
SING17AM3TA0C:9  primer nameA : M13(-40) KB_3500_POP7_BDTv3.mob Feb 20,2014 10:39AM, JST
KB.bcp ] , Pts 1365to 13651 Pk1 Loc:1342 Spacing:12.02 Pts/Panel1350
KB 1418 Cap:1 5-GTTTTCCCAGTCACGACGTTGTA'3  ygrsion5.4 HiSQV Bases: 608 Plate Name: 20140220_dnabank
CCGGCEG CC(G (CGATTITGT] TICGACT(ACTATAGGGCG TTGGAGCTC(ACCGCGGTIGBCGGCCGCTCTAG CTAGTGGATCCCCCG GG STGCAGG TTCCTGCAGKGG GGG
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G GGG CcG AT GEATGTTCT c AGTCTC CCCTGGGCGTTTATT®G TTAGG CAGGG2R2CCA TGCACCACCTGACCTTG
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Applied

01801_12401_A4Bh_M13(-40)_A01_01 Inst Model/Name 3500/3500 Instrument
Biosystems = £ 2 _A01_
yste 01801_12401_A4Bh_M13(-40) Feb 20,2014 10:12AM, JST
SIN G:17 A:13 T:10 C:9 KB_3500_POP7_BDTv3.mob Feb 20,2014 10:39AM, JST
KB.bcp Pts 1365 to 13651 Pk1 Loc:1342 Spacing:12.02 Pts/Panel1350
KB14.1.8 Cap: Version 5.4 HiSQV Bases: 608 Plate Name: 20140220_dnabank
_ 1T TCC TEAGCAAGE GCA T2 SGTC ATE TEC B E&Ome ¢ CCAGTCAC TE TECTGACT TS TCEAT TGCT TCA GG ARG GGTGGCACTGT TCARTCG
1 691 701 T 721 731 741 751 761 771 781 791
716
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CET TEEIETE ¢E CRAGTAAG TACCAGGTALC TEEE ATGT G GAG G AT T'TCCA CGC CAGTTCA (A RACAGTGGGECAGCATTT TACATCCTTCTCTTG CEAT c
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Applied

Inst Model/Name 3500/3500 Instrument

1801_12401_A4Bh_Reverse2_B01_04

Biosystems Dy8at.. == — == B

¥= 01801_12401_A4Bh_Reverse2 Feb 20,2014 10:12AM, JST
SING:18 A116 T:13 C:10 primer name B : Reverse2 KB_3500_POP7_BDTv3.mob _nm._u 20,2014 10:39AM, JST
KB.bcp Pts 1348 to 13730 Pk1 Loc:1325 Spacing:12.19 Pts/Panel1350
KB1.4.1.8 Cap4 5'-GCGGATAACAATTTCACACAGG-3"  version 5.4 HiSQV Bases: 1020 . Plate Name: 20140220_dnabank
V (ICGCETCCC:ITCGE FT'ACLCC(C/A G (CTCG ET CCETERE 1 “GGG E GCTGGT2(CG GGLCCCCCC GTC T TTTT GE TEGEATT-C GTCAGTTTCA GTCC(
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GACGGTAGTTAGGRACACCACGGTTGCTGTGGACGATGTGRACACTG GTAG TTTETGC TG CCATTTGTGT TTCCCCTCGCTGTTTGTGTTTGAC TCATTGG A
131 HﬁHmAOﬂ 151 161 171 181 191 20 2141 221 231
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SGGCACTTGGCTGGAGTTGGCTCTGAG TCGEETCC TECAGOGC TECAGT STGGEGCETCGECCCTG GC TETGEGTGTGT GGTG GGT GGCTGGTGGAGT TG ACECECGT
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GTTTTCTCCTGT!
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TT GTTTCEEET TETACATCCOC TTGGAGT GTTCAAGCATTGE TACGTCCCCGEC GCCAT TCARC TGAAGAC TTTCTA CY
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JACAGGCACAC GGETGACTG GGGCAAGGACGGGGECCCATTCCCTCATAGAACGT GTATTCTCCCTTGIC TG TG CTAATGATTGTCCAGGAAGCTCCATCG ITTATCATTTCG
581 591 601 611 621 631 641 651 661 671 681
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Applied

1801_12401_A4Bh_Reverse2_B01_04 Inst Model/Name 3500/3500 Instrument
B ms RE0. i -
0sysie 01801_12401_A4Bh_Reverse2 Feb 20,2014 10:12AM, JST
S/ING:18 A:16 T:13 C:10 KB_3500_POP7_BDTv3.mob Feb 20,2014 10:39AM, JST
KB.bcp Pts 1348 to 13730 Pk1 Loc:1325 Spacing:12.19 Pts/Panel1350
KB 1.4.1.8 Cap#4 Version 5.4 HiSQV Bases: 1020 Plate Name: 20140220_dnabank
. TTATTTTGTTCTTT TGGACATGGAGT GGCCTG TTEGATTAT TCT TTCTTCAG GEC ACAAGTACATICTTTC TGTATC CTTA AGGTARAAT CCACATTTGTGGAG'
691 701 i 721 731 741 751 761 771 781 791
1234
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CTGTGATACAGGG TCG TC TGCATCCA GIAATGC CGTCTGC TTATCAARC TTTCCTAATTATC IA TCT TG 6 GAGTGCC ATGCCCAG TCACTGAGC sCACRRAGCTTGACAGTCT
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GCCCG TAATGGATGTIACCCATCTCTA /C TGT GAAC TCCCTC TCCTITCECG ACTCGT CG TCGTCCAAGAGATGEGAT G TE CT CCCCACTETT GTE BAC TGACCETE
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