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RIKEN DNA BANK clone name : YT101

® Clone ID - RDB 01181

@® Lot : 12400 A4Au

@ DNA Concentration . 25 nanogram/microliter

® Volume : 1 microgram

@® Form ” DNA solution in TE buffer

® Host z DH5 &

@ Culture o LB medium

@ Antibiotics . 100 microgram/ml Ampicillin

@ Purification ) QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 67  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Xhol : 5.5 kbp
BamHI : 40,15 kbp
Xhol + BamHI : 30,15 1.0 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name
Sequence - A M13 (-40)
Sequence — B reverse—2

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/indexhtml



Applied

mNB1181_12400_A4Au_2_M13(-40)_A01_01 Inst Model/Name 3500/3500 Instrument
Biosystems primer name A : M13(-40) RDB1181_12400_2_M13(-40) Feb 05,2014 10:29AM, JST
S/N G:78 A:56 T:54 C:61 5-GTTTTCCCAGTCACGACGTTGTA-3 KB_3500_POP7_BDTv3.mab Feb 05,2014 10:56AM, JST
KB.bcp Pts 1392 to 13681 Pk1 Loc:1369 Spacing:12.13 Pts/Panel1350
KB1.4.1.8 Cap:1 Version 5.4 HiSQV Bases: 1031 Plate Name: 20140205_kitaku
CCG CLGGIT ATTG 1AATAC G AC TCACTATAGG GCGIATT G GGTACCG GG CCCCCCE T1CG AGETCGICGGTATCGATAAGCT T ,4..u..m,omﬁ TTClcTTTTTTTIT GI CAC
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T TCCAGGAGCCTCGG TGAAGAGAGGATAT CCATCTGTGTAGCCGCTTCTCTATACGGG AT TCCAGC TCOATGRCAGCCCGTCTGCTCCTCCTEGGCATCCTTCTCCTGC T

il 131 141 151 161 7 181 Nl 191 201 211 33

1.338
669
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GCTGCCCCTGCCLGTCCCTGECCCCGTGCCACACAGC CGCACGCTCAGAGTGC GCGCAGCCAC GTTCGTGCCTGGTGCATGGC TGGCCGGGG AGGGTGTGGACGTG ACC

231 241 251 261 271 281 291 07 311 321 FAT
1338
669 » »
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GEETECCRCEETE GEGEBE TCET TECECAG TG EACACAC GGITCC TGCCGGECC GAEGG CACCTGCACCC TCTGTG TGCCC TACAGGAGGEGCACCET CCAGCGEC TGECTE
341 351 361 371 381 391 401 411 421 431 441 45]
1338
669 »
o MW |
TGGC GCTCACC CTGECERGC CCACEBETETEGEC TGECAGLCGECATET CCAGGGCC GTCAGCTCCA TG GE TGTGCGGEGCCCEGEEATELGGEC TCETAGCATCCEL
E 461 471 481 491 501 5. 521 531 541 551 561
1338
S %?%E
5 \ ) . LAy
CGACTGG GGTCGGGCTGGACGTGACTCCT GEEEC BEACEA BT TeTGCATG I'GTC TETGEGECGGE CTCACACTCACAGGEAGET CPTTEESAGECCAG GACDCARCCEA
571 581 561 601 611 621 631 641 651 661 671
1338
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Applied

W_Om<m.n03m ) . ) ~DB1181_12400_A4Au_2_reverse2_B01_04 Inst Model/Name 3500/3500 Instrument
primer name %  Reverse2 RDB1181_12400_A4Au_2_reverse2 Feb 05,2014 10:29AM, JST
SIN G:35 A:21 T:28 C:19 5-GCGGATAACAATTTCACACAGG-3 KB_3500_POP7_BDTv3.mob Feb 05,2014 10:56AM, JST
KB.bcp Pts 1369 to 13665 Pk1 Loc:1346 Spacing:12.05 Pts/Panel1350
KB14.18 Cap4 Version 5.4 HiSQV Bases: 580 ) Plate Name: 20140205_kitaku
(GG Ca TG AATIACE (L ZIGT TCE TTAAGCCC T CAE T G GGARL GCTGG.GCTCC.CCGCGGIGaraaocaalrcTrahcrroTaaeteckcecnealerocice
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T TTTTITTTTTITTT TTTTT GATG AITCACCATAACATCATATTTATTGGCCCTTTATCAAGCTATGTACATGGTGAGACAGGTCAGGACAGGCCTCCATTTGTCTCAG
Hm_ 21 126 131 136 141 146 151 156 161 166 171 176 181 186 191 196 201 206 211 216 221 226
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GGGCAR TTGT GG GC : \GACAGAGCAGCTGGAGCTGATGGGGCTCCAGTT GGCAATGAAGCGCTTTGC CACRACCATAAAGGGCTCAAGGG GGGTCCT?
231 236 241 246 291 256 261 266 271 276 281 286 291 296 301 306 311 316 321 326 331 336 34
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CAGCCCTGE AGCAGCCTGGTEGGARCAGCCTCTTGGCCTTCTGCCCAGCTCCTGGEETG GCTGTGATCTGTGTAGC TG IGACTGCAGGGCTTGAG TGGCGGAGGGCTT
¥ 346 351 356 361 366 371 376 381 386 391 396 401 406 411 416 421 426 431 436 441 446 451

CAGTTTGGACAGCG TG TCGGGATTAGCGTGT CCCABEECACCT ﬂmOﬁm CAGTCTG TETECCTTTTCEATC TETCT GATGCETAT €L T ETTT TEEET TE TE
456 461 466 471 476 481 486 491 496 501 506 511 216 521 526 531, 536 541 546 551 556 561 566
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TGGGCCACGTTIG C G G TTGT CT TGGGCCACATGT TECACTAACACT CGATAGCC GATGAGCT
571 576 581 586 591 596 601 606 611 616 621 626 631 636 641
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