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clone name : pENTR4-H1tetOx1

@ Clone ID

® Lot

® DNA Concentration
@ Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction e

- RDB_07916
- 12397 _A4L8

: 25 nanogram/microliter

2 40 microliter

. DNA solution in TE buffer

= DH5 alpha

. LB medium

. 25 microgram/ml Kanamycin

: QIAGEN QIlAprep Spin Miniprep kit

nzyme

1 kb Plus DNA Ladder
(NEB#N3200L),
250 ng/well

Electrophoresis :
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100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
EcoRI 2.5 kbp
PstI 2.5 kbp
EcoRI+Pstl 2.2,0.4 kbp
kbp

@ Confirmation of the insertion sequence

Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID

Primer name

Confirmed feature

Sequence - A Pr1210

H1_pro-C_R

H1 pro, attL1, rrnB T2_T1 ter, ori

Sequence - B Pr0530

KanR-N_R

KanR, attL2, tetO, H1 pro

Sequence - C -

Sequence - D -

Sequence - E -

Sequence - F -

Sequence - G -

Sequence - H -

APPROVED BY :

http://dna.brc.riken.jp



Applied

VI3 Bi osystems 7916_12397_B2E9F_H1_pro-C_R_G01_07_ABI08 Inst Model/Name 3500/3500 Instrument
7916_12397_B2E9F_H1_pro-C_R May 13,2022 02:17PM, JST
S/IN G:63 A:41T:34 C:46 ; KB_3500_POP7_BDTv3.mob May 13,2022 02:46PM, JST
name H1_pro-C_R _3500_ 1 : _
KB.bcp RREEE A P . Pts 1240 to 13685 Pk1 Loc:1217 Spacing:12.09 Pts/Panel1350
KB14.1.8 Cap?7 5'-CCAGAACACATAGCGACATGC-3 Version 6.0 HiSQV Bases: 972 Plate Name: 20220513 _mix
NNNMN NMN NN N NNNN NN NCINT(NMNGCM TCT TC < AZ—QDOOQO CGCGCGCTGGG TGTTCCCGCC TAG TG ACA OHDDGOOOOOO TTCCTTGGAGCGGGTTG ATGACC
1 11 21 3 q1! 51 61 71 g1 \pv?q 91 101 111
e HT ?\o?ﬁ‘m?
914 _
|
457
e |
0 NA A N VR \ [V VY) : | »
\wﬁﬁ.mnOAHﬂm. \TTC|G GTACCGGATCCAGTCGACTGAATTGGTTCCCATGGTGGIAGCCTGC TTTTTTGTACAAAGTTG GCATTATAACL GCATTGCTTAT CAATT T.GT- TG4
121 — it il 141 151 61 171 181 191 201 211 221
PoRT | gpny  Bamh™ M S0l feoT Lt
914
o » o) E::: | » D e » _: ::E )
0 » »»» » — » » »»» » » » — » » » » »» » — »»»»»?—»»»»p»»»!—-»»»_-b»»»:_:»»»»»
\ WCAGGTCACTATCAGTCA®Z AT AATCATT A_NHD”OODOODD GCTTA \ACT A \ACAGGAAGAGTTT LGAAACGC 3 GGCCATCCGTCAGGATGGCH
231 241 251 261 271 281 291 301 311 321 331, .,
?ﬂ&. rrnB T2 termiuaTor—
.Tln
914
457
0 >>>>>>>>>>D>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>)>>>>>D>>>>>>>>b>>>>>>>>> ananfanannanans SAAAAAS
J‘HHOHOO ITITAGTTTGATGCC TG GCAGTTTATGGCGGGEGTCCTGC CCGCCACCCTCCGGGCCGTTGC TTCACAACGTTCAAATCCGC TCCCGGCGGATTTGTCC TACTCA GG AL
341 351 361 371 381 391 401 411 421 431 441 451
rrnB T TerminaTor—
914
457
0 5>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>> AAAAAAANANAAANAANNAANNANNNANAANANAAAANNNA NN A
SAGCGTTCACCG ACARACAACAGATAAAACG AGGCCCAGTCTTCCGACTGAGCCTTTCG T TTTATTT GATGCC TGGCAGTTCCC TACTCTCGC TTAGTAGTTAGAL GTCCCC
461 471 481 491 [>075H 57:1 521 531 541 551 561
914
457
0 DNannansansansannsanonsNannsna s AAAANAAAAAANAAAAASNAAN L ANAAAA A AAAAAAANNANANN A m A AAAAALAANAAA AN AN AAASNAAANALY
CGAGATCCATGCTAGCGGT TACGGTTATCCACAGAATCAGGGGATAACGCAGG?? A"GAACATGTGAGC AGGCCAGC AGGCCAGGAACCGT? GGCCGCGT
571 Nhet 581 591 601 611 621 631 641 651 661 671
914
457
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Applied 7916_12397_B2E9F_H1_pro-C_R_G01_07_ABI08 Inst Model/Name 3500/3500 Instrument

FAQ)

#3. Biosystems 7916_12397_B2E9F_H1_pro-C_R May 13,2022 02:17PM, JST
S/IN G:63 A:41T:34 C:46 KB_3500_POP7_BDTv3.mob May 13,2022 02:46PM, JST
KB.bcp Pts 1240 to 13685 Pk1 Loc:1217 Spacing:12.09 Pts/Panel1350
KB1.4.1.8 Cap7 Version 6.0 HiSQV Bases: 972 Plate Name: 20220513_mix

TGETG GCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACA?Z AATCGACGCTC GTCAGAGGTGGCGAA ACCCGACAGCACTATAA AGATACCINGC GT TTECCE
681 691 701 711 721 131 741 THL 761 771

914
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0
GNAAGCTCCCTCGTGC GCTCTCCTGT TCC GACCCTGCCGCTTACCGGAT i
791 801 811 821 831 841 : 851 861 871 ¢
914
457
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[CAGTTCGGNGTA NGTCGTTCGCTCCNAGC TGGGC TGTGNGCACNANNCCCCCGTT CANCCN NANCGCT GCN NC TNATCC GG T
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> Applied

W_Om<mnm—._._m 7916_12397_B2ES9F_KanR-N_R_G01_07_ABI08 Inst Model/Name 3500/3500 Instrument
7916_12397_B2E9F_KanR-N_R May 10,2022 01:45PM, JST
SING103A91T:83C:74  primername 3 :  KanR-N_R KB_3500_POP7_BDTv3.mob May 10,2022 02:01PM, JST
KB.bcp , _ Pts 1589 to 8428 Pk1 Loc:1557 Spacing:10.47 Pts/Panel1350
KB1.4.1.8 Cap:7 S-AGATTGTCGCACCTGATTGC-3 Version 6.0 HiSQV Bases: 587 Plate Name: 20220510_MGE
NNNMY NN PN N NMMNMNNCMN N T TMN GC TE TTGEE i K TCGCGGCCTCGACGTT TCCCGTTG T &QQOH@ CACCCCTTGTATTACTGTTTATGT GC
i 9 17 25 _ 41 49 57 65 73 81 89 97 105 113
Ly
P I
1382 | Ko R
. o
0 ..’ _’ A | >
GACAGT TT TATTGTTCATGAT GATATATT TTTATCTTGTECAAT GTARCAT CAG AGATT TT G AG ACAC GGG COAG AGL TG CAG CTGGAT 66l T AATGAT DETAT TT TG
121 129 137 145 153 161 169 177 185 193 Pt T 201 09 217 225
ATTLL —
1382
_ i ::::: ;::: | W
o A ANV A AN AR AN AR AN MMAN WAV A
TGATAGTGACCTGTTCGTTGCAACT T T GATE TEET TCT TAT TGCCAACTTT GCTGGGTETAGATATC TEGACTCTAGAGGATCCCLCGGCAGE
233 241 249 257 265 273 281 289 297 =P 321 T 329 337
FeoRY Xba BamHI %%\ﬁ
1382
691
0
ANCTCTATCACTG ATAGE GART TATAAG ATT CCCARATCCARAGACAT T TCAC GT T TATGGE TEATTTCL CAG AACACATAGCGACATGCAAATAT TEEABGGCECCACTECCC]
345 353 361 369 377 385 393 401 409 417 425 433 441 449
HI promsle
1382 TeT operater ) f
691
bl Aaanasan ol ONALAA DNansan an e AL OO DA ND SN D OO oA Pen o o ool P = o
" GTCCCTCACAGCCATCTTCCTGCCAGGG CGCACGCGCGETGGGTGTTCCCGECTAGTGACACTGGGCCCGCGATTCCTTGGAGCGGGTTGANG ACNTCAGCGT TCG GG
457 465 473 481 489 497 505 513 521 529 537 54§ 553 5
| frpat ¢
1382 !
_
691 _
0 A :
T CNN G TCCNGTCN -CTG - NTTGNNTNCNNNTGG TGN GCCTGC TTTTTNGN MNNN N NNNNNNNTN NNN N NNNN NNNNN T NN NNN NNNN NMY NN NNN NN N NN Nt
569 577 585 593 501 609 617 625 633 641 673 681
1382
691
0 ¢
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