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RIKEN DNA BANK

clone name : pGEM3Zf_hSSOX2

@® Clone ID

@® Lot

@ DNA Concentration
® Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 06430

12330 _ A3Kr

25 nanogram/microliter

40 microgram

DNA solution in TE buffer

DH5 o

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

{kb)
10.0
8.0
4.0
3.0

1.5
1.2
1.0

Erectrophoresis :

05430

4q nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
EcoR 1 g 42 kbp
Nco I 4.2 kbp
EcoR 1+ Nco | ‘ 08, 34 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

M13_-40

Sequence — B

Reverse?2

Sequence — C

Sequence — D

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

06430_12330_A3Kr_M13(-40)_E10_13 Inst Model/Name 3500/3500 Instrument
Biosystems - =R e E
y TS Al 06430_12330_A3Kr_M13(-40) Dec 02,2013 02:31PM, JST
SIN G:169 A:130 T. Primer name A: = KB_3500_POP7_BDTv3.mob Dec 02,2013 03:09PM, JST
KB.bep 5-GTTTTCCCAGTCACGACGTTGTA-3 Pts 1268 to 13511 Pk1 Loc:1245 Spacing:11.94 Pts/Panel1350
KB1.4.1.8 Cap:13 Version 5.4 HiSQV Bases: 1041 Plate Name: 20131202_dnabank
CG CARCC T MTGTATACGACTC(ACTIATAGGGCG TTCGAGCTCGGTACCCGG GG ‘Mmﬂﬁﬂ G D]n TGTAEC CATG ATG GAGACGG AGCTG GCCECECEGGGL.CC
1 i 21 31 4 41 51 4 61 My 2 81 Wk 101 111
LS N e L {52 prims!
% % $ »
1258 oF
0 AR 000 Y
GCAGC CTTCGGGGGCCGGCGGLCGGC CTCCACCGCGGCGGCGGCCGGCGGC CCAG CAGCCCGGACCGCGTC GECGCCCATE TGCCTTCATGGTGTGCEGT
121 1.31 141 151 161 T 181 191 201 2L 221
1258
629

0 |

CCCGCGGGCAGCGGCGCAAGATGGC CCAGGAGARCCCC GATGCAC CTCGGAGATCAGCAAGCGCCTGGGCGCCGAGTGG! CTTTTGTCGGAGACGGAG GCGGCCG

oot o

o | MU \ il )

CCCGGCGGGCTGCTGGCCCCCGGCGGC TAHGCATGGCGAGCGGGGTCGGGGTGGGCGCCGGCCTGGEGCGCGGGCLGTG CCAGCGCATGGACAGTTACGCGCACATG CG

L 461 471 481 491 501 511 521 531 541 551 561
1258
629 »
0 \ VU W
CGCTGGAGC CGGCAGCTACAGCATGAT GCAGGACCAGCTEGGECTACCCGECAGCACCCGGGCCTCAATGECGCACGGCGCAGCGCAGATGCAGCCCATGCACCGCTACGACET
STy Gl 591 601 611 621 631 641 651 661 671

1258
L0 d
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Applied

wm0m<mﬁ.m3u 06430_12330_A3Kr_Reverse2_F10_16 Inst Model/Name 3500/3500 Instrument
Pri B: i 06430_12330_A3Kr_Reverse2 Dec 02,2013 02:31PM, JST
SIN G:379 A:174 T:208 ¢ Frimer B : Reverse-2 KB_3500_POP7_BDTv3.mob Dec 02,2013 03:09PM, JST
KB.bcp 5-GCGGATAACAATTTCACACAGG-3' Pts 1247 to 13459 Pk1 Loc:1224 Spacing:11.93 Pts/Panel1350
KB 1.4.1.8 Cap:16 Version 5.4 HiSQV Bases: 1022 Plate Name: 20131202_dnabank
T A2 "G ATNC GCC AGC TATTI1AGGTGI(ACTATAG AATAC T CAAGCTTGCATGCCTGCAGGICICACATGTGTGAGAGGGECAGTGTGCCGTTAATGGCCGTGCCGGH
1 11 21 31 41 51 61 api® 71 - promap8l 91 101 111
.—k,x)vﬁ,\ d/;ﬁm\(,,,_o ¢ ...A ﬂ/ ?. miy
cw Y T’
1200 yed R A

o A ) ) WV

5CACCGGGCCGCTCTGGTAGTCGCTGGGACATGTG GTCT CCTGGGGGECGGCGEGTTCCGGCACCTCGGCGCCGGGGAGATACATGC TGATCATGTCCCGGAGGTICCCCGGCC
121 131 141 151 161 LT 181 191 201 211 221

1200

600 —
0

TGGCAGGGCGCCCTGGAGTGGGAGG GAGGT CCACAGGGGGGCTGGAGC TGGCCTCGGACTTGACCACCG CCCATGG AGCCAAGAGCCATGCCAGGGGTGCCCTGLCTGCC
231 241 251 261 271 281 291 301 311 321 331

3 O

3AGTAGGACATGCTGTAGGTGGGC GAGCCGT TCATGTAGETCT GCGAGCTGGTCATGGAGTTGTACTGCAGGGCGCTCACGTCGTAGCGGTGCATGGGETGCATCTGCGCTGCG
| 341 F51 361 37 381 391 401 411 421 431 441 451

1200
600

: AW

CCETGCGCATTGAGGCCCEGGTGCTGCEGGTAGEICCAGCTGGTCCTGCATCATGC TGTAGCTGCCGTTGC TCCAGCCGTTCATGTGCGCGTARCTGTCCATGCGCTGGT TCAY
461 471 481 491 501 511 8521 531 541 551 561

1200

600
: \

JGCCCGCGCCCAGGCCGGCGCCCACCCCGACCCCGCTCGECATGC TATTGCCGCCGGGGGCCAGCAGCCCECCGGGCAGCGTGTACTTATCCTTCTTCATGAGCGTCTTGY
571 581 591 601 611 621 631 641 651 661 671

1200

0 Mo oo o
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