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P_. RIKEN DNA BANK  clone name : pPGEM3Zf_ hsNanog(F)

® Clone ID

® Lot

@® DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

RDB _ 06425

12328 _ A3Kr

25 nanogram/microliter

40 microgram

DNA solution in TE buffer

DH5 o

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0
4.0
3.0

1.5

1.2
1.0

0.1

Erectrophoresis : 45

Restriction enzyme

L,

ob

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

EcoR 1 4.1 kbp
BamH I 0.9, 3.2 kbp
Sca l 1.5, 26 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name
Sequence — A M13_—-40
Sequence — B Reverse?2
Sequence — C
Sequence — D \PFF
APPROVED BY : S

http://dna.brc.riken jp/index.html



Applied

Bibsystems 06425_12328_A3Kr_M13(-40)_A10_01 Inst Model/Name 3500/3500 Instrument
i ame A K15 i 06425_12328_A3Kr_M13(-40) Dec 02,2013 02:31PM, JST
SN GEaTS AT T B med RERIRR AN, B KB_3500_POP7_BDTv3.mob Dec 02,2013 03:09PM, JST
KB.bcp 5-GTTTTCOCAGTCACGACGTTGTA-3 Pts 1264 to 13555 Pk1 Loc:1241 Spacing:12.0 Pts/Panel1350
KB 1.4.1.8 Capi Version 5.4 HiSQV Bases: 1036 Plate Name: 20131202_dnabank
C G TCG CT TG TATAC G ACTCACTATAG GGCGAITTCGAGCTLCG GIRACCUGGEG ITCCTCTAG meHm CACGTCTTCAGGTTGECATGTT(ATGGAGIAGT TTAGG
H 11 21 £ L 41 51 4 6] NS 81 91 101 1
3 e
m\oam\ o b Cr;& m.xeﬁ ? m)?ﬁw
1194 Qhaf,\ DRI S
597
/
o SOVAL NN . M ._ VARG | i
i TCCATGGTTTGTGGAGTACT TACCTAG TGGTETGC TGTATTARACATT GGECTTCCEEAGECAGET TRE GGCAGCCTCC GTCACTGGCAGGAG TTTGGC"
Ll 121 131 141 151 161 171 181 191 201 2171 221

1194
597
0

| |

231 241 251 261 271 281

281

IGG CTGCATGCAGGACTGCAGAGATTCCTCTCCACAGTIATAG GGGACTGT TCCAGGCCTGAT TGT TCCAGGAT TGGGTGCACCAGGTCTGAGTETTCCAGGAGTGETTG

301 311 321 331

3 T e

Lo | VYT

CTCCAGGACTGGATGETITCT GCGTC TGGT TGS TCCAGG TTGAATTETTCCAGGTCTGGTT GCTCCACATTGEG GETTCCCAGTCGGGTTCACCAGGCATCCCTGEGGTGGT
341 351 361 371 381 391 401 411 421 431 441

1194
597 » —
0

SGAGT CEoTCERETAGETA GETGE TGA G EC T IC TEC G TCACACEATT G CTAT ICTICEGECAGT TE TT TITCT GCCACCTCT TAGATT TEATTECTCTEETT ST GGAACC

451 461 471 481 491 501 511 2l 531 541 551 561
1194
597
5 ATATI |

GET CTTCACC T GT TTETAGC TGAGETTCAGBATGT TGGAGAGTTETTGCATCTGEC TGGAGGCTGAGGTATTTC TGTCICTG TCTATCATTGAGTACACACAGCTGGG
57 581 591 601 611 621 631 641 651 661 671

1194
597

A N A A
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Applied

Bi osystems 06425_12328 A3Kr_Reverse2_B10_04

06425_12328_A3Kr_Reverse2

SIN G:134 A:128 T:98 C:93 Primer B : Reverse-2 KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
Dec 02,2013 02:31PM, JST
Dec 02,2013 03:09PM, JST

KB.bcp 5-GCGGATAACAATTTCACACAGG-3'  Pts 1246 to 13322 Pk1 Loc:1223 Spacing:11.82 Pts/Panel1350
KB1418 Cap4 Version 5.4 HiSQV Bases: 1020 Plate Name: 20131202_dnabank
GT (G ATTCGCCAGCTAT TIAGGTGACACTATAG APTACTCAAGCTTGCATGCCTGCAGGTCATG AGTGTGGATCCAGC TTGTCCCC GCTTGCCTTGCTTTG
1 11 21 31 41 51 61 91 101 111
. én .n/?_lm..LWﬂvﬁA _u _gw_\
fiind ety
1298 5> Nincert
649
0 0.9\ .01 A
GCATCCGACTGT GAATCTTCACCTATGCCTGTGATTTGTGGGCCT GAAG CTATCCATCCTTGC TETCTTCTCCTGAGATGCCTICACACGGAG ACTGTCTCTC
121 131 141 151 161 171 181 191 201 211 o2
1298
649
0
CTCTTCCTTCCTCCATGGATCTGCTTATTCAGGACAGCCC TGATTCT TCCACCAGTCCCAARGGE CCCACTTCTGCAGAGAAGACTGTCGE : :
231 241 251 261 271 281 291 301 311 321 331
1298
i 5%%555?% >>§>>>>§§
0 \ A\
TECCCGETC GACCAG CTGTGITCIC TTCCACCCAGE TG TETEGTACTC TGATAGATTTCAGAGACAG!? TACCTCAGCCTCCAGCAGATGC CTg
341 351 361 371 381 391 401 411 431 a41 451
1298
649
0 1N | \
TCCAACATCCTGAACCTCAGCTAC CAGGTGAAGACCTGGTTCCAGAACCA GAGAATG TCTAAGAGGTGGCAG CTGGCCG ATAGCAATEGTGTG
461 471 481 491 501 511 521 531 541 551 561
1298
5 g?%zggg
o W I [\ M\
CGCACAAGGCCTCAGCACCTACCTACCCCAGCCTTTACTC T TCCTACCACCAGGGATGCCTGGTGARCCCGACTGGGAACCTTCCAATGTG GAGCARCCAGACCTGE
571 581 591 601 611 621 631 641 651 661 671
1298
649

Lo | V\ .

e e

MY
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