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clone name : hIL-15 cDNA
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® Clone ID

® Lot

@ DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 01866

12326 _ A3KI

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L).
125 ng/well
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Erectrophoresis : 43  nanogram DNA per lane ; 1% agarose gel

Restriction enzyme Expected size of fragment

, 1 x TAE Buffer

BamHI 3 45 kbp
Xhol 3.9,05,0.1 kbp
Bglll 33,12 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name | Primer name
Sequence — A T7_20bp
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Applied 01866_12326_A3K|_T7-20bp_G04_19 Inst Model/Name 3500/3500 Instrument

Bios m
yatems 01866_12326_A3K|_T7-20bp Nov 27,2013 01:27PM, JST
S/N G:241 A:202 T:196 C:101 primer name A T7_20bp KB_3500_POP7_BDTv3.mob Nov 27,2013 01:54PM, JST
KB.bcp . B Pts 1390 to 12901 Pk1 Loc:1367 Spacing:11.47 Pts/Panel1350
KB1418 Cap:19 5-TAATACGACTCACTATAGGG-3'  vgrsion 5.4 HiSQV Bases: 991 Plate Name: 20131127 _dnabank
TE ST =T GCA1G C TCG AGCGGCCGCCAG TG TG /TGGITITCT GCAG TTCGGCTTC CTCGAGGGATTTACCGTGGCTTIG AGT TGAGAATTTCG A CRT DTG
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T TP AT ECAGEGESTACET I'GTGET.T IACT T CT CAGTCATTTTET [Shik AGCT GG CAT TCAT G TG TETCATT TT GG GE TG TITCAGTGCAGGECTTELET
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G GGE CTGGGTG TGET T GTGATTTG F TT .G GATCTTATTCAATC TATGCATATT GATGC TACT T TATATACGGAAAGTGATGTT CACCCCAGTTGCA
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GT CAGC TG GTGCTTTCTCTTGGAGT TAC GTTATTTCACTTGAGTCCGGAGATGC GTATTCATGATACAGTAGE? RETC TGATCATCETAGC
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GTCTECT TGGG TET CAaG TCTGGATGC TGTG-LGG CTGGAGG TAT TETTTGCAGAGRTT TTGTACATATTGTEC TGTTCATC?H
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CACTTCTTGATTGEC CTCGAGATGAAGCC CAGCACAC TG GCGGCCGTTACTAGTGGATCCGAGCTCG GT AC.C GCTTGGCGT TCATG GTCATAGETGET
571 581 %ra.m 591 .mOH 611 621 631 641 . 651 661 671
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