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clone name : pDUAL‘GFHZI Cc

@ Clone ID

® Lot

@® DNA Concentration
@ Volume

@® Form

® Host

® Culture

@ Antibiotics

@ Purification

RDB 06497

12325_A3KI

25 nanogram/microliter

40 microgram

DNA solution in TE buffer

Survival2
LB medium

100 microgram/ml Amp. 33 microgram/ml _Cm

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

uncut
Pstl
Xhol
Miul
hol + Mlul

==
=
-—
—

Erectrophoresis :

Restriction enzyme

Expected size of fragment

62  nanogram DNA per lane ; 1% agarose gel, 1 x TAE Buffer

Pstl 11.2 kbp
Xhol 11.2 kbp
Miul 11.2 kbp
Xhol + Miul 8.0, 3.2 kbp
kbp

@ Confirmation of the insertion sequence

Sequence name | Primer name

Sequence — A Cm_N_rev

Sequence — B ADH rev

Sequence — C

Sequence — D

APPROVED BY :

http://dna.bre.riken.jp/index.html



m._wwu_ummﬂmam srner home A G N vevt RDB12325_Cm_N_rev_B12_06 Inst Model/Name 3500/3500 Instrument
0 T AGE T AcATT AG C RDB12325_Cm_N_rev Nov 27,2013 04:40PM, JST
SIN G438 A:358 T:361 C:237 & — (041 %/ KB_3500_POP7_BDTv3.mob Nov 27,2013 05:07PM, JST
KB.bcp Pts 1762 to 13625 Pk1 Loc:1739 Spacing:12.11 Pts/Panel1350
KB1.4.18 Cap6 Version 5.4 HiSQV Bases: 739 Plate Name: 20131127_mix
7 C ETEET & 'G 1% TTC TTIARC G TG CCAT TG GG ATATATC CG G IGGTATATCCAG TG TTTTTTTCTECAT TTIAGC TTCEC TTAGC TCE TG
1 9 17 25 33 a1 e 57 65 73 81 89
LI70
| 585
0
TCTCGACGGATCC T € T LATCCACACATTATACGAGCCGG GCAT GTGT GCCTGGGGTGCCTAATGCGGC TAGTGACTGGATATGTTGTGTTTI
97 105 3pallL 113 121 129 137 145 153 161 169 (177 185 193 201
:L, - r.,f
1176
585
0 . .
CAGTATTATGTAGTCTGTTTTTTAT GC e T TIET TATATTEATATTIATATCATT TTACGT TICE TCETTCAGETTTTT TGTAG CTTGTTGATRTCCGGATCCA
209 217 225 233 241 249 257 265 273 281 289 297 305 M4 | 313 RemMl 321
Rz e |-tV
11786
585
0 \ /\ | \ \
GGCCTGTCGACGCTAGCG CGTCTTTCCAGGG TTTCTACGAGGTTTT TG GTGT TTGSTT TGTAGTG GTGCGGTGTACACTT TC G TTCCTTAAT G GT
329 | 337 345 353 Hel 369 377 385 393 401 409 417 425 433
1176
585
0 i , vy éﬁzﬁ %ﬁé
ET CGATATTTATTGATGATACGGAAGG GTATGCT? A"nCATGT TAGACATT AT TGCATTGCTTGC CTCAGTCRGGTGTTTI?
441 449 157 465 473 181 189 497 505 513 Ml 521 529 537
LY
. ?%{iiﬁz%gg
o ol §§§§g§\§
T T il GATTAGGATCTTC TPTCACC DT T TATTTTE TE TUTIET T GATTCGG TTGG T AT T TECRADT CTCAACATGTG
545 553 561 569 577 585 593 601 609 617 625 633 641 6
1170
585
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Applied St hote 22 ADH ey RDB12325_ADH_rev_D12_12 Inst Model/Name 3500/3500 Instrument

Biosystems
y - AecGA CAMMAGCANC RDB12325_ADH_rev Nov 27,2013 04:40PM, JST
S/N G:256 A:205 T:224 C:142 Ll _ CTA TACT AAARRAREE ) KB_3500_POP7_BDTv3.mob Nov 27,2013 05:07PM, JST
KB.bcp TGAG S Pts 1371 to 12879 Pk1 Loc:1348 Spacing:11.51 Pts/Panel1350
KB1.418 Cap:12 Version 5.4 HiSQV Bases: 1016 Plate Name: 20131127_mix
| TGGCAG TC T« G T G TN e 6T T CZET GAGTCACTTT TTTEMATACAC'TTAT DL TT T 0 TAT G T T T-F E T TCAT TCAT G#
1 L5 e 31 a1 51 61 71 81 91 101 111
1184
0 e e oA A AV A A
0 DO MM
TTCGCTTATTTAGAAGTGGCGCGCCRG AT CCTCTAGAGTCGAGATCTCAGTGGTGATGGTGGTGATGTTT _m;,n_ Tchrcbrck THGT G TAC- TGG G TTGTAT A GTTC
121 131 1412 [ 1m:1 Jln 161 171 181 191 201 NeoT 21 221
vhay Erdis TLAG k]
1184
592 »
0 [ ,
[CCATGCCAT GTGTAATCCCAGCAGC TG T TAC CTCAMGAAGGICCATGTGGTCTCTCTT TTCGTTGGGATCT TTC GAAAGGECAGATTGTGTGGACAGGT AATGGETTGTCT G
231 241 251 261 271 281 291 301 311 321 331
1184
592
0
CAGGGCCATCGCCAATTGGAGT T TTTGTTGATAATGGTCTGCTAGT TG AACGC T TCCATCT TCAATGTTGT GTCTAATTTTGAAGTTAACT TTGATTCCATTCT
341 351 361 371 381 391 401 111 421 431 441 451
1184
592 :
0 | |
TTTGTTTGTCT GCCATGAT GTATACATTGTGTGAGTTATAGT TGTATTCCAATT TGTGTCCAAGAATGTTTCCATCTTCTTT ATCAATACCT TTTAACTCGATTCTATT
461 471 481 491 501 511 521 531 541 551 561
1184
. VA |
0 \
CAAGGGTATCACCTTC CTTGACTTCAGCACGTGTCTTGTAGTTCCCGTCATCTT TG! ATATAGTTCTTTCCTGTACATAGCCTTCGG GCATGGCACTCT TG
571 581 591 601 611 621 631 641 651 661 671
1184
592
0 VPV
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