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clone name : pCMFlag hsGATA3

@ Clone ID

® Lot

RDB _ 06376

12312 _ A3K8

@® DNA Concentration :

@® Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladd
(NEB#N3200L),
125 ng/well

(kb)
10.0

8.0
40
30

15
12
1.0

0.5

0.1

Erectrophoresis :

6.0
5.0

20

er

Restriction enzyme

100

uncut

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

HindIIl 6.8 kbp
EcoRI 46, 2.2 kbp
Pstl 5.0,1.9 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A

CMV-Forward

Sequence — E

Sequence — B

BGH_rev

Sequence — F

Sequence - C

SV40pro_F V2

Sequence — G

Sequence — D

Sequence — H

APPROVED BY :

http://dna.brc.riken jp/index.html




Appliea

W-OM(MAQBW 06376_12312_A3K8_CMV-Forward_A07_01 Inst Model/Name 3500/3500 Instrument
06376_12312_A3K8_CMV-Forward Mar 25,2016 01:51PM, JST
S/N G:134 A:126 T:93 C:201 _U—,m—.jm_.. name } - CMV-Forward xmlmeO|ﬂUO_uNIWU._..<mSOG Mar Nm_NO‘_m ON‘_N_U_S_ JST
KB.bcp , , Pts 1499 to 12624 Pk1 Loc:1476 Spacing:11.13 Pts/Panel1350
KB1.4.1.8 Cap:1 5'- GCACCA Y TCAACGGGACTT-3 Version 6.0 HiSQV Bases: 959 . Plate Name: 20160325_dnabank_mix
CIT TICAZC T C iG:CCC CAT TG 1G.8 TG GGOG GTAG GCG TG TACEG TGGG AGGTOTATATAAGCAG AGCTR TCTGGC TARCTAG AG 2ACCCAC TG CTTACTG GO TTAT
1 10 19 I 28 a7 a6 64 73 82 91 100
1290 __ ﬁ>><
p ; F prowmoter
: -\Q.br’,.ts.., VY o W (LT P [ YV TN DV
cG TACGACTCACTATAGGGAGACCCAAGCTGAATTC n CTACAAGGACGATG *CGATAAGGCGGCCE “GGTG ACGGCGG ACCAG CGGCG CTGGGTGAGC
118 127 136 145 154 , 163 T = 208 217

L tart ; NM_06(002279. 1,
1290 oot 4 o @ATAS T ¢

e ot :..EEEEi:ia.EE_ o ool

CACCACCACCCCGCCGTGCTCAACGGGLCAGCACCCGGACACGCACCACCCGGEGCCTCAGCCAC TCC TACATGG ACGCGGLCGCAGTACCCECTGCCEGGAGGAGGTG GATGTGCETT

226 235 244 253 262 299 280 289 298 307 316 325 334
1290
645
; EE:E.E?E:::.EE::EEE::E:.E::E.E:EEF:E::E;.:.rE;::
TTTAACATCGACGGTC GGC CCACGTCCCGCCCTACTACGG CTCGGTCAGGGCCACGG TGCAGAGGTACCCTC CGACCCACCACGGEGG AGCCAGGTGTGCCGCCCGLCCTC
343 IGD 361 370 379 388 387 406 415 424 433 442 4
1290 W@SH
645
0 A WA A W
TCGCTTCATGGATCCCTACCCTGGCTGGACGGEG GC GCCCTGGGCAGCCACCACACCGCCTCCCCCTGG PTCT CAGE EECTTETECE GACGTCCATCCACCACGGCTCY
B 460 469 478 487 496 505 514 523 532 541 550 559
1290 bamAl

o> ottt et o o

CECEEEGECECTCTCEGE TETACCCECCEGGEGECTCEGTCCTCCTECCT TEGTCEGGEGEGCCACGCEAGC CCEEAECTCT TCACCT TCCLGCCCACCCCGE CG GGACGTC TCC
568 547 586 585 604 613 622 631 640 649 658 667

?mFH

1290
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Applied

Bi osystems 06376_12312_A3K8_CMV-Forward_A07_01 Inst Model/Name 3500/3500 Instrument
06376_12312_A3K8_CMV-Forward . Mar 25,2016 01:51PM, JST
S/N G:134 A:126 T:93 C:201 KB_3500_POP7_BDTv3.mob Mar 25,2016 02:17PM, JST
KB.bcp Pts 1499 to 12624 Pk1 Loc:1476 Spacing:11.13 Pts/Panel1350
KB14.1.8 Cap:1 Version 6.0 HiSQV Bases: 959 Plate Name: 20160325_dnabank_mix
CCEGGACOCATCECTETCCACECCAG GETCLGCCEGTC TCGECCCGECAGG ACGAG GAGTGCCTCAAGTACCAGGTGCCCCTGCCCGACAGCATG GCTG G|
676 685 . 694 703 712 21 730 739 748 757 166 75

1290

645

0 A\ Ao Vo o

FTCETCCCAC TCELETCEGCAG CATCACCGECCTGGEETGLAGCOTCCTCETCEACCEACCACCECEATCACCACCTAGCECCECCCTACE G CLCCE AG TALC AY
784 783 802 811 820 829 838 847 856 865 87

5CTCCGG ACTCTTCCCCCCCE A6 CAGCCTGCTGGGCGEGC TCCCCCCACCEEGE CTTC GG ATGC G TEE mmmné G ¢ A
4 883 892/ | 901 910 919 928 937 946 955 964

N/ _
1290 |
o L 205
645 _
| A
0 X X IO K T ogacem Koo o GO ool 0 e OR0aad o r’l.’,.}‘»?pﬁa’ =
G G C CCG G TG TG TG "L C T G TGGGGG C ¢ ECE T 6 CoCCeEC C TGG TCGCG C GG CG AG T CGG C C GGG c (o
973 982 991 1000 1009 1018 1027 1036 1045
1290
645
0 - ‘Jv.\ NS S e e ot e, o Tl = am oo ol ——e
c T i3 TG C C G CEC T G CC G G & 7o T T € (8 T GG c G G (&) G cCc G GG C
1054 1063 1072 1081 1090

0 A —
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Appliea

06376_12312_A3K8_BGHrev_B07_04 Inst Model/Name 3500/3500 Instrument
(o] ms = = = =
Bi Syste 06376_12312_A3K8_BGHrev Mar 25,2016 01:51PM, JST
S/N G:175 A:119 T:150 C:162 primer name m. . BGH_rev KB_3500_POP7_BDTv3.mob Mar 25,2016 02:17PM, JST
KB.bcp ' Pts 1503 to 12638 Pk1 Loc:1480 Spacing:11.19 Pts/Panel1350
- GGCACAGTCGAGG-3

KB14.1.8 Cap:4 BTG Version 6.0 HiSQV Bases: 918 Plate Name: 20160325_dnabank_mix
GA AT TIICG G PO C TATAG AATAGG GCCCTCTAGATGCATGC TCGCAGCGGC/CTAACCCATGGCGG TG ACCATGC TG & AGGEGTGGTGTGGTCC GG RCAG 66 T

3} 10 19 28 b 46 55 64 ﬂ..m&ié. 73 7 g2 100 109

91
N, g0 l0p22a7-1, (892 .

= et

5GATGGCGGGEGTGCATCGGCGTGGGCGTGG TCAGCATGE TGGCTGGAGTGGCTG GGGCGAGATGTG GCTCAGGG AGGACATGTG TCTGGAGAGGGCGGCCGGGTT CGAGC
118 129 136 145 154 163 172 181 190 199 208 207

928

iy il \ | AW ol

TGTTCTTGGGG GTCC TCCAG TGAGTCATGCAC TT I T T T GCACT TTITGGATT TGE TAGACATTTTTC GG TITCT GG TCTGOATGCCTTCCTTCT T CATAGTCAGEGGTCT ST

226 235 244 253 262 271 280 289 298 307 316 325 334

928

464 » —

0 | }
TATTGET' GAAGC TTGTAGCGTAGACCCCACA GE CATT GCAGACAGGEGGTCCCCATIEGCATTCOTCS TCCAGASTGTEGETTETEGTGGT CTGACAGTTCGCACAGGACGTCC BTG
343 352 361 370 379 388 397 406 415 424 433 442 451

.?.:rﬁ,
928 i

A VA Y oA

TECTCCTE GCTGLCAGACAGCCT TCEGCTTGGEGGCTT TGAGGGGCCGGTTCTGTCCGTTCATTTTGTGATAGAGC CCGCAGGCGTTGCACAGGTAGT GTCCCGTGCCATCT CGC
460 469 478 487 496 505 514 523 532 541 550 559

928 ot 1

g %E%%f%%&?g% 000t g ol

CGCCACAGTGGGGTCGAGGTTGCCCCACAGT TCACACACTCCCTGCCTTCTGTGCTGGACCGGGCCTTGGGCCTGGACT TGCATCCG GCCGGTGGGGGAGCC GCCC
568 S 586 5895 604 613 622 631 640 649 658 667

928

o MMy
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Applied

06376_12312_A3K8_BGHrev_B07_04 Inst Model/Name 3500/3500 Instrument
Biosystems — - = e
¥ 06376_12312_A3K8_BGHrev Mar 25,2016 01:51PM, JST
S/N G:175 A:119 T:150 C:162 KB_3500_POP7_BDTv3.mob Mar 25,2016 02:17PM, JST
KB.bcp Pts 1503 to 12638 Pk1 Loc:1480 Spacing:11.19 Pts/Panel1350
KB1.4.1.8 Cap4 Version 6.0 HiSQV Bases: 918 Plate Name: 20160325_dnabank_mix
GCAGGC TG CTGE GGG GEAAGAGB TCCG GAGCTGTACTCGGGCACGTAGGGBC GGG TAGGTGB TGATGGGGTGGTGGGTCGACGAGSG 26 GCTCCACCCAGGEG CG GTY
676 685 694 703 712 721 730 739 748 757 766 775
928
464
D Py ..r-.h’...”.h..‘»‘.P.b‘.—.bt-‘u.».’.»‘b.b'b’-t).".’ w’...’i.‘.p.r‘lr.nﬁo‘L..‘b”
SATE CTE CCACCEC AC TECGEAC EACTCOAGE TTCATGC TG TCE GGLAE G B CARE TG TACT TG AGECAR T ED TPETE G EETGCEEGEC CEAGC CE B
784 793 802 811 820 829 838 847 856 865 874
928
464
0
/!
M _
928 [ _
O_osw POU
464 o i f
0 * i ool OGO T e S e
igteee G AL GG G CG ACG G CCC GGG GG G T AG C cG A BGLEEE £ g § &g G & B MTET T &7 T G € G
973 982 991 1000 1009 1018 102
928
464
0 = . A et T me i~ R RS~ e WO B T e =8 ——
T E PR @ A G G B g D8 : i G T g i B A &6 5] : T G TT & TTE @ cc  TGG ET €1IC
1036 1045 1054 1063 1072 1081
928
464
0 ————— e S e — ————— — RS —— =
G G GG ol ol
109
928
464
L0
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Applied

W_Om<m.nm:.~m 06376_12312_A3K8_SV40pro_F_V2_C07_07 Inst Model/Name 3500/3500 Instrument
06376_12312_A3K8_SV40pro_F_V2 Mar 25,2016 01:51PM, JST
S/N G:93 A:78 T:87 C:93 primer name £ : SV40pro F V2 KB_3500_POP7_BDTv3.mob Mar 25,2016 02:17PM, JST
KB.bcp 5-TCGGCCTCTG o Pts 1508 to 12737 Pk1 Loc:1485 Spacing:11.15 Pts/Panel1350
KB 14.1.8 Cap7 ABLTATTCS3 Version 6.0 HiSQV Bases: 968 Plate Name: 20160325_dnabank_mix
GCGFACIG TIT T TT GGG A(G(C TAG GCTTT GCETELCG GG 26 0TTG GATATCCATT T TCGE GATECTGATCAAGAG ACAGG AT G AGE ATCGT TTCGEATG)AT T GAACAAY
1 10 19 37 46 55 64 73 82 91 100 [Z€art 109
1108 Eeo RV Neo R
gl E eVt
: l VWA o SO U AU W VIV

SATGGATTGCACGCAGGTTCTCCGGCCGCT TGEGGTGEGAGAGGCTATTCGGCTATG AC TG GGCACARAACAGACAATCGGCTGCTCT TECCGERUTETICEE GCTET CAGE 5O
118 L237 136 145 154 163 172 181 180 1 208 217 2

1108

i _.éa..a..—sé_EEEE_?=,ss:E.zs_ss,.;_E__,_E:?s?.,s

GGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTG TCCGGTGCCCTG TG CTGCAGGACGAGGCAGCGCGGC TATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCT
26 2358 244 253 262 271 280 289 298 307 316 325 334

Ps

1108
Il , i Al o VA
; | \ |
GTGCTCGACEGTTGTECEACTG GCG GG GGGACTGGCTGCTATTGG GCG GCTEC CEGGGEGLCAGGATCTCC TG TCATC T CACCTTGCEC TCET GO EGAG GTATCCATCATGEGETL
343 352 361 370 379 388 397 406 415 424 433 442 451
11608
554
; \ M Wl T
SATGC? TEGCGEGLHCEGGEE TGCATACGETTGATCCG GCTACC TGCECATTCGACEACT GCG CATCGCATCGAGCGAGCACGTACTCGG ATGG & GCCEEGTETTGTCEGATC
460 469 478 487 496 505 514 523 532 541 550 559
1108 »
554
; .»..s...:.%: W eoponl ooy t....,,;..r.s...e,.:%,...E.},}.,,}.:E.;.E Al
GGATGATCTGG ACG GAGCATCAGGG GC TCGCGLCCAGCCG & CTGTTCGC CAGGECT GGCGCGCATGCCCGACGG CGAGGATCTCGTCGTGACCCATGGCGATGCCC
568 §T7 586 595 604 613 622 631 640 649 658 667
1108

L LN ool el
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Applied

Biosystems 06376_12312_A3K8_SV40pro_F_V2_C07_07 Inst Model/Name 3500/3500 Instrument
06376_12312_A3K8_SV40pro_F_V2 Mar 25,2016 01:51PM, JST
S/N G:93 A:78 T:87 C:93 KB_3500_POP7_BDTv3.mob Mar 25,2016 02:17PM, JST
KB.bcp Pts 1508 to 12737 Pk1 Loc:1485 Spacing:11.15 Pts/Panel1350
KB 1.4.1.8 Cap7 Version 6.0 HiSQV Bases: 968 Plate Name: 20160325_dnabank_mix
TGCTTGCCGAATATCATGGTGGAARMATG GCCGCTT TTC TG GAT TCATCG AC TG TGGCOGGC TEGGETGT GGCGGACCGC TATCAGGACATAGCGT TG GCTACCCGT
676 685 694 703 712 771 730 739 748 757 766 775
1108
: gé&%%é@ggggigg&
0 VAt 0 A
AT AT T68E T6 GAG CTTEECERCE MAPCCCTEAECE ENTECTEE PTEC TPTACE GTATEG C CECTCGCEATIEGEAGCE CATCRECT TCTATEGE QT
784 793 802 811 820 829 838 847 856 865 874
1108
554
0 X000 X0
rCTTGACGAGT TCTTC[TG AJIGC GGG ACTCTGGGGG T T CG TG hE GCALE CEBACH CCCAREC TG CCATCARD AR A DTTHE pcgeEol ol
883 892 901 914 919 928 937 946 = 964
at0¢ (
1108 Zm\oﬁ/ (
554 f
/
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o O O TP TR T B 2 GEE 'IT GGGG @ T T ¢ GGG TeE TTITT RS 66 CG CGC &G C T Qe TG6G AT CC TTCCC AG €6 C.oe T ¢
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