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clone name : pAMC3.0

® Clone ID

® Lot

@® DNA Concentration
@ Volume

@® Form

@® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 01067

12278 _ A3Jh

25 nanogram/microliter

40 microgram

DNA solution in TE buffer

DH5 «
LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

Erectrophoresis : 52 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme

Expected size of fragment

EcoR 1 : 29, 3.2 kbp
Hind III : 25,35 kbp
kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

M13(-40)

Sequence - B

Reverse2

Sequence — C

Sequence — D

APPROVED BY :

http://dna.brc.riken jp/index.html



_ Applied 01067_12278_A3Jh_M13(-40)_E01_13 Inst Model/Name 3500/3500 Instrument

'Biosystems
y 01067_12278_A3Jh_M13(-40) Oct 23,2013 10:24AM, JST
S/N G:595 A:522 T:538 C:4. primer name A : M13_-40 KB_3500_POP7_BDTv3.mob Oﬂ 23,2013 10:51AM, JST
KB.bcp ) Pts 1380 to 13560 Pk1 Loc:1357 Spacing:11.86 Pts/Panel1350
KB 14.18 Cap:13 5-GTTTTCCCAGTCACGACGTTGTA-3" Version 54 HiSQV Bases: 985 Plate Name: 20131023_Mix
CCG (GG 6 A TCRC ICCAG CC TG GCC AGATGGC EEE TG BHCTCTAC TAAABATAG TTAGCCAGGCGTGETGGTATGCCECTE TAATCCCAS TTACTCAGGAG
11 S 41 51 61 71 81 91 101
> ﬂu Zf: OCJ,W
11446
5@%@?&{@%2% !
GCTG AGAGTGAG CTAGGAGAATCGCTTGAACE TG GGAGGET GGAGGTTGCAGTGAGE GG AG ATCATGC CAC TGCACTCCAGE CTGGGTG GAGBCARG ACT.CCAT CTC!
111 121 131 141 151 161 171 181 191 201 211 221
1116
558
o 10 |
CAARAGAAACAACAACAACAAAAG CAAC ACCATG AACCAAMAACAACAACAGCAGCAAAAAAGGGGTCTTGAATTAC TCAAGTAT GAAGRCATCT TTAT TTGCTC]
231 241 251 261 271 281 291 301 311 321 331
1116
558 —
TATGG iy P ATTRET BLE TTTGAGCAG! AT G TAAGCTGATACT LT G CCTATCTTACACTGTTITGCAGGGAGCAT \WGCTTAGATACTATCAC
341 351 361 37 381 391 401 411 421 431 441 451
1116
558
o || | W\ \ A
€ GTGCAARTE GCCAAACATGACAG TG GG GTCAT T GCT TT TAT GTGCTCACAC TOTGATC TATGGGETCAGTCCGTTCCTTTCCACCCTGC TGCCTGCTGTICTCTTGGT]
461 a71 481 491 501 511 521 531 541 551 561
1116
558 —
0 AR — W}
TCCTTCCTCACACTGC TCATCCACGT CAGTATGAAT GG GGARATGAGGCTCCACCCCAATTTCCATCAGCAGCTTCTGTTGTAGTCTGCAGAGETTTTAAT T'GC TGAGC!?
571 581 591 601 611 621 631 641 651 661 671
1116
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-2 Applied 01067_12278_A3Jh_Reverse2_FO1_16 Inst Model/Name 3500/3500 Instrument

) Biosystems
y 01067_12278_A3Jh_Reverse2 Oct 23,2013 10:24AM, JST
S/N G:866 A837 T:8! i o name B © Reverse-2 KB_3500_POP7_BDTv3.mob Oct 23,2013 10:51AM, JST
KB.bcp Pts 1350 to 13274 Pk1 Loc:1327 Spacing:11.76 Pts/Panel1350
KB14.18 Cap:16 5-GCGGATAACAATTTCACACAGG-3' Version54 HiSQV Bases: 996 Plate Name: 20131023 _Mix
, 4T an T CATIICGCECC AGCTTGCATGCCTG CAGGTCGICTCTAGAGGITCCCEG GG T nﬂ.mm.mﬂHﬂD TTCTGCAG AATTATC TR TAGET GTAGGT (& GATATCI1
1 5 21 31 41 5% y EiSql 71 EcoR1 81 91 101 1
& .,?.ﬁ .L.m. R 3
Swio fF > \ﬁku_zm\.ﬂnocd.—wﬁm..h
1044
522
0 ARSALTRON M IV A A \
T TTTT CTAT TETET T CTERTTITET TTERAG TGCCTATTCCTGTGCEAT TAF AGTETCCCTCCAAGG TTAGGACATCTGCAGAGTTG®R CRAGC:CT GTCTCAGT
J11 121 131 141 151 16K 3 181 191 201 211 221
1044
522
0 | \
CACTTAGAGICACACATCAGEGCO TCAGAGTGCTATGACTAGG T GCTGAC C TCC TTTCAT TAG TAGGATEGT GCCT TTCCAGCTTTTGATAGATEL GCGETATCT TCEC
231 241 251 261 271 281 291 301 2121 321 37
1044
522
0
\ECGAC TEACCAAATGT T'"EEAEBCT GTE GGCT TTCAGGTCCC TGO RAGAC TP CGGT TTTGACC TG TGAGGG GAAAGTAGACTTCCTCG ACTGGGGAAGCCACATGTTGTACAT
341 351 361 371 381 391 401 411 421 431 441 4
1044
522
0 A
S CET CTATH CTATGATTATCATTCTTAGTAGG PATET GRE T I T IET T T TR T T T T T GTAAGCATCE TATTTGACCAARCCAGTTGGGLCAGAG TAT
51 4p1 471 481 491 501 511 B2 531 541 551 561
1044
522
0 A\ » \
TG RCT T AT AT CET eATE C ATGTCCCCTGCATTT G TGAAATTCTTCT TTGCGTTTATA-R TT GTA TOARNTATTGECATTTAG - W 1 TT 4
5L 581 587 601 611 621 631 641 651 661 671
1044
522
0 N M A NV I i T T A A A A
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