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RIKEN DNA BANK clone name : pDUAL-HFF1c

@ Cione ID

@® Lot

@® DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@® Purification

@ Digestion by restriction enzyme

RDB _ 06130

12155 _ A3H8

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

Survival2

LB medium

100 microgram/ml Amp; 33 microgram/ml Cm

QIAGEN QIAprep Spin Miniprep kit

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
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Erectrophoresis : 35  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
Xhol 10.9 kbp
Sall 9.3, 1.7 kbp
EcoRV 8.4,1.7,09 kbp
kbp
kbp

@ Confirmation of the insertion sequence

Sequence name Primer name
Sequence — A nmt1Fw
Sequence — B ADH _rev

Sequence - G

Sequence — D

APPROVED BY :

http://dna.bre.riken jp/index.html



Applied

06130_12155_A3H8_nmt1Fw_A01_01 Inst Model/Name 3500/3500 Instrument
W—Om<m.nm3m 06130_12155_A3H8_nmt1Fw Aug 14,2013 11:39AM, JST
S/N G:179 A:165 T:130 C:103 primer name } o nmt1Fw KB_3500_POP7_BDTv3.mob Aug 14,2013 12:06PM, JST
KB 1.4.1.8 Cap:1 Version 8.0 HiSQV Bases: 1024 Plate Name: 20130814_DNAbank
[ A(AA GT ITT ATITAIAICE GG CGTAACTCTCGGCTACTG G I TGGTTCAGTCACCCAACE f,‘nqmmmm GAG CAGGGC GT GCTT GGLATCCG
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TT G TTATTTCAATC TCATTCTCACTTTCT GACTTATAGTCGC TTTGTTAAS GCGTCGACAG GCCTGGATCCTATGCATCACCACCATCATCATAT GGATTAT i
26 235 244 253 262 271 280 289 298 307 316 325 /7 334
t1 promoter Sall
1176 hmtl g bx His
2%% | %%55\%%;
TGAT GACGAT CCECATGE g T ¥ GGACGACGATGAC GATRTCAC GTT H_.ﬂ,ﬂ\ﬁl \.lﬂ\».“mﬁﬂm cG .G CGT T T T
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LA FLhG EcoRV aeebl Gateway Recombl
L1 ] h&,a?m cassette
A N Wl
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TTLGATTTTGC:T CLGACTACATAATAC TG T CACAACATATCCAGTCACTATGGCG GCCGCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCG GCTC
1 460 469 478 487 496 505 514 523 532 541 550 559
1176 Notl
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GTATAATGT GTGG TTTTGAGTT GGATCCGTCGAGATTT TCAGGAGCT GCT CTGGATATACCACCGTTGATATATCCCAAT GGCAT
568 577 586 595 604 613 622 mg.\o 631 640 649 658 667 ¢
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Applied

06130_12155_A3H8_nmt1Fw_A01_01 Inst Model/Name 3500/3500 Instrument
Biosystems = —~ = i
y 06130_12155_A3H8_nmt1Fw Aug 14,2013 11:39AM, JST
S/N G:179 A:165 T:130 C:103 KB_3500_POP7_BDTv3.mob Aug 14,2013 12:06PM, JST
KB.bcp Pts 1463 to 13432 Pk1 Loc:1440 Spacing:12.0 Pts/Panel1350
KB 1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 1024 Plate Name: 20130814_DNAbank
EET CARCATTTT CAGECATT TCAGT CAGTTGCTCAATGTAC CTATAATCAG AGCETTCAGC TG GATATTACEGCET TTTT G AG GiET G T GE AQ
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Applied

Bio 06130_12155_A3H8_ADHrev_B01_04 Inst Model/Name 3500/3500 Instrument

Sy stems 06130_12155_A3H8_ADHrev Aug 14,2013 11:39AM, JST

S/N G:177 A:157 T:163 C:124 primer name B :  ADH_rev KB_3500_POP7_BDTv3.mob Aug 14,2013 12:06PM, JST
KB.bcp Pts 1465 to 13324 Pk1 Loc:1442 Spacing:11.95 Pts/Panel1350

5.CTATACCTGAGAAAGCAACCTGAC-3'

KB 1.4.1.8 Cap4 Version 6.0 HiSQV Bases: 1005 Plate Name: 20130814_DNAbank
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1 10 19 28 37 46 55 64 73 82 91 100 109
1126 \/
= g oo WOy ¢g§§§é§§§§§§§S§§§pgégéégﬁ
0 \ E >> | >m

3 TTCGETTATTTAGAAGTE GCECECCEGATCETC TAGAGTCGAGATCTCATE ATIAT G nn crrrleTac GCTGARCEBAG ceT TGATAT
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FaTATT TTAG AT TTT GCAT CAGACTACAT TACTG T CATATCCAGTCAC TATGE GTC EACC TG CAGACT G GETRT &TAT GGGAGCCTGACAT|TT
226 235 244 253 262 27 280 289 298 307 316 3125 33 MJWBW
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T'T CCCCARG CATCAGGTT TEGCGITTTTTGATGTCATITTEG CEeTLEGCTGEGAGATCA GUCACT T ECTTECCEGAT COGAGACC GGCACACTGE GCEATATC GGTGGTC
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568 577 586 585 604 613 622 631 640 649 658 667
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Applied

w_0m<m._“m3m 06130_12155_A3H8_ADHrev_B01_04 Inst Model/Name 3500/3500 Instrument
06130_12155_A3H8_ADHrev Aug 14,2013 11:39AM, JST
SIN G177 A:157 T:163 C:124 KB_3500_POP7_BDTv3.mob Aug 14,2013 12:06PM, JST
KB.bcp Pts 1465 to 13324 Pk1 Loc:1442 Spacing:11.95 Pts/Panel1350
KB1.4.1.8 Cap4 Version 6.0 HiSQV Bases: 1005 Plate Name: 20130814_DNAbank
CGTT GATT TOART CCGGGCGACCTCAGC CATCCCT TCCT GATTT TCEGC TTITCCAGCG T T UG GCACGLCAGACGACGGGECTTCATTCTEGCATGGTTGTECTTACC
676 685 694 703 712 721 730 739 748 757 766 775
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CCGEAGATATTGACATCATATAT GO CT TG AGCAACTG ATAGC TG TC GCTGTCAACGTG TCAC TG TAATACGC TGC TTCATAG CAT njaaawm EATRET
784 793 802 811 820 829 838 847 856 865 874 | 883
I
1126 “
563
0o Lo s ot Y000 0ol
TCCGGTAT ik T RNTE T ceee AT CAG 66 BEe GG CATA BTG DT ATCTE 58T TTT GCCGGEATCCACGCG |
892 501 910 919 928 937 946 955 964 973 982
1126
563
0 %%é?%
IR A GGG EE B CEE TG €€ iy TEEE TAETE ITE T T TT TTECTE €C G AL ATGE & €8 TG C GGG C
991 1000 1009 1018 1027 1036 1045 1054 1063
1126
563
0 2o PO K Pl X o X 2O Xl o X 2 o oS s oS =
MGG A T & TC TCG TCGE C AGG C GG C TCAG € g T € we ¢ g T ITE ® i T T T T T T G € C
1072 1081 1090 1099 1108 il o 1126
1126
563
0
1126
563

L0 -
Printed on: Tue Apr 21,2015 09:34AM, JST

Electropherogram Data Page 2 of 2



