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clone name : pNanog-luc

® Clone ID
@ Lot

@® DNA Concentration .

@ Volume
® Form
@ Host
@ Culture

@ Antibiotics

@ Purification

RDB _ 12116

12116 _ A3E9

25 nanogram/microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

1 kb Plus DNA Ladder

(NEB#N3200L),
250 ng/well

(kb)
10.0
8.0
4.0
3.0

15
12
10

0.5

Electrophoresis :

Restriction enzyme

12116

uncut
Notl

100

Xhol

NotI+Xhol

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

NotI 5.2 kbp
Xhol 5.2 kbp
NotI+Xhol 4.6, 0.6 kbp
kbp

@ Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID Primer name Confirmed feature
Sequence - A Pro129 PGV_CCw insert,pause site,pA signal,f1 ori
Sequence - B Pro074 pGCAP_R Luc

Sequence - C

Sequence - D

APPROVED BY

Sequence - E

Sequence - F

Sequence - G

Sequence - H

http://dna.brc.riken.jp



Applied

P& Biosystems

S/N G:68 A:51 T:63 C:67
KB.bcp
KB 1.4.1.8 Cap:13

primer name A :pGV_CCw

& CTTTATGTTTTTGGCGTCTTCCA 3'

RDB12116_2_CCW_E07_13
RDB12116_2_CCW
KB_3500_POP7_BDTv3.mob
Pts 1393 to 13641 Pk1 Loc:1370

Inst Model/Name 3500/3500 Instrument
May 15,2013 03:01PM, JST

May 15,2013 03:28PM, JST
Spacing:11.8 Pts/Panel1350

Plate Name: 20130515_mix

Version 6.0 HiSQV Bases: 958

NNNN NNNN MN ININ NNMN N N NNGNC A G CTNNNT CG AGICGCAGCCT TCCCACAGAAAGAGC AAG ACACCAACCAAATCAGCCTATCTG AAG GC n..‘.;:.oow
i 10 19 28 64 73 82 91 100 109 |
1102 \ Zpsu@ pro : |
551 A AA . : ,
X 1 » |
5 &l AN el M OO A W) . | |
SCTCAAGGCGATAGATTTAAAGGGTAGGTCC TGETCCTCECCCCTCARGBCECTCCTACCCYT RCCCACCCECCPTATPTCTOCCAGE CACD CAGGCGGEBCACCCcACG C CCccACCcABCC T
118 127 136 145 154 163 172 181 190 199 208 217 |
|
|
1102 ,
|
8551 — »
0 : U
CTGT ACAGTTAATCCCAC GGTCCA ACATTGTAAT GCAAAAGAAGC TGTAAGGCGTGACCCAGAC TG GCGAGEGAG GGAAAGCTTAGGGGGCATCCTCT
226 235 244 253 262 .07 § 280 289 298 307 316 325 334 |
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1102 |
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0 » ,
GATCTAAAGACATCCCCCCCCCCCAAAAAGAGGCTTTACCTCATT TCACTTTATT CATCPT TTAACCACCGBCTS CACCTCCAGACCET GGCGATRCGCGTAAGA QOHOE
343 352 361 370 379 388 397 406 415 424 433 442 4
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1102 |
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0
TATCGATIAGAGAAATGTTCT GGCACC TGCACTTGCACTGGGGACAGCCTAT TTTGECTAGTTTGE T PTG TTC GT TTTGTTTTGAT GGAGAGCGTATGTTIAGTACTAT ,
53 460 469 478 487 496 505 514 523 532 541 5p0 559 ”
a1 pause site cl1 |
1102 o . ,
|
551 ,
0 A
AAAAAACCAACACACAGATGTAAT GAAAATI AGATATTTTATT|GC GGCC GC TCCAAGT ACCT CC CETACC. TTAATAL TACTT ACTTATCATGGTAGCT TGG OOHOW
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»m Applied RDB12116_2_CCW_E07_13 Inst Model/Name 3500/3500 Instrument

Bi ems
losyst RDB12116_2_CCW May 15,2013 03:01PM, JST
S/N G:68 A:51 T:63 C:67 KB_3500_POP7_BDTv3.mob May 15,2013 03:28PM, JST
KB.bcp Pts 1393 to 13641 Pk1 Loc:1370 Spacing:11.8 Pts/Panel1350
KB1.4.1.8 Cap:13 Version 6.0 HiSQV Bases: 958 ' Plate Name: 20130515_mix
GCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT TGCGCAGCCTGAATGGCGAATGGC|IAAATTG TA AGCGTTAATATTT TGTTAAAATTCGCGTTAAAT]
676 685 694 703 T2 721 730 739 748 157 766 15 ”
F. o,\l |
1102 31 o |
|
551 > |
0 () ’ ’ . A ) /) A X X . A X '» _,
TTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGA TH CGGCAAAATCCCTTATAANTCNAAAGAATAGACCGAG ATAGGGTTGAGTGTT GTTCCN
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| ”
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CNAGAGTCNNCTATTAAANAACGTGGANTCCNNCG TCNAANGGCGAAAAACCGTCNATCN NNNNANGNNCNNC NACGNGNANNATCNCCN TNA NCNNGN ,
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Pﬂg_mﬁ 12116_12116_B3AhF_2_pGCAP_R_HO01_08_ABI08 Inst Model/Name 3500/3500 Instrument

M= m

Biosystems 12116_12116_B3AhF_2_pGCAP_R Jan 24,2023 09:51AM, JST
SING:73A63T:71C:74  primername g : pGCAP_R | KB_3500_POP7_BDTv3.mob Jan 24,2023 10:20AM, JST
KB.bcp ; " , Pts 1424 to 14085 Pk1 Loc:1401 Spacing:12.35 Pts/Panel1350
KB1.4.18 Cap:8 5 OO>._|._.O._.>OH._.O.~.OO.]|_.O._.OOw N Version 6.0 HiSQV Bases: 931 Plate Name: 20230124_dnabank
N NN NMNNN NNNN NGCCGCCCCGACTCTA GA m.o,s.oOOOO,&HOHHHOOmOOOHHOHHOOOOHHH.,HO,n,mm,wq_ﬂﬂnq_O%OW,HHHHHOHHOOQHOO,,,.QHHHHOOOQM
1 ﬂl. 37 46 55 64 13 82 91 100 |

1178 — LugSaose
589 _ » |
R N VTN i ) Y} A |
TAAGACCTTT CGGTACTTCGTCCACAAACACAACTCCTCCGCGCAACTTTTTCGCGGTTGTTACTTGACTGGC GACGTAAT CCRCGATCT CT TP TPCC G CAT O GTICITHCE G

109 118 127 136 145 154 163 172 181 190 199 208 2177

TGCTCCAAAACAACAACGGCGGCGGGAAGTTCACCGGCGTCATCGTCGGGAAGACCTGCGACACCTGCGTCGAAGATGTT GGGGTGTTGGAGCAAGATGGAT TCCA ATTCAGC|
226 235 244 253 262 271 280 289 298 307 316 325 ,
1178
589

0 ;::::::::EE:::::::E.:::::,—.:r;::;::.:,5:::;.:;::;;:.::::.;

GGGAGCCACCTGATAGCCTTTGTACTTAAT CAGAGACTTCAGGCGGTCAACGATGAAGAAGTGTTCGTCTTCGTCCCAGTAAGC TATGTC TCCAGAATGTAGCCATCCATCCT
334 343 352 361 370 39 388 397 406 415 424 433 442

L1408 ,

o s nanaat vt sl s oadsnna o e s A s st Al et

IGTCAATCAAGGCGTTGGTCGCTTCCGGATTGT TTACATAACCGGACATAATCATAGGACCTCTCACACACAGTTCGCCTC TTT GATTAACGC CCA SCLTETTCCCGGTATCC

451 460 469 478 487 496 505 514 523 532 541 550

1178

589

0 />>?5>>>D>>>§>>>>>>>>>>>>>>>>>>>Z§D?S>>>>>>>>>§?Z§>\S>>>§>> AAS
AGATCCACAACCTTCGCTTCAAAAAATGGAACAACTTTACCGACCGCGCCCGGTT TATCATCCCCCTCGGGTGT L2 ATCAGAATAGCTGATGTAGTCTCAGTGAGCCCATAT|
559 568 S 586 595 604 613 622 631 640 649 658 667

178

589
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Applied 12116_12116_B3AhF_2_pGCAP_R_HO01_08_ABI08 Inst Model/Name 3500/3500 Instrument

» = Biosystems
: 4 12116_12116_B3AhF_2_pGCAP_R Jan 24,2023 09:51AM, JST
S/N G:73 A:63 T:71 C:74 KB_3500_POP7_BDTv3.mob : Jan 24,2023 10:20AM, JST
KB.bcp Pts 1424 to 14085 Pk1 Loc:1401 Spacing:12.35 Pts/Panel1350
KB 1.4.1.8 Cap:8 Version 6.0 HiSQV Bases: 931 Plate Name: 20230124_dnabank
CCTTGCCTGATACCT GGCAGATGGAACC TCT TGGCAACCGCT TCCCCGACTTCCTTAGAGAGGGG AGC GCCAC CANAAGCAAT TTCG TGTAAAT TA
676 685 694 703 712 T2 730 739 | 757
. o ~
1178 Ducitecase BT
589
0 [PV 4, PRI 5.V o PRPTO NS P 1, DUBIOUSEP . S0P, 5 SO G Py O- , PV S e N a I S P O Sy ¥ 50 A
INAMICAGANTGCTT TTG GNGAANAANGAGAANA GGGT TGGCACCNGC AGCGCNCTTTNAATCT TGNNATCCTGAANNNTCC T CANAAACAGCTCT TCMNNAAATC NATNIN
784 793 802 811 820 829 838 847 856 865 874 883
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589 ,
0 Jo e B Do, s ,
NANG NN ANN C GANN NC CACAINTCAAATATCC NANNGNANTAAANNTTNNNAZMNNNTGNNNNNNNN GNAAN ANNN NNNNAAATC NN NNNC NN GAN NMNNTTTG NNT G |
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