P-3

Gene Engineering Division
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D

RIKEN DNA BANK

clone name : pPyCAG-Cre-IRESpuropA

B
® Clone ID RDB _ 09596
® Lot 09596 _ A7Bd
@® DNA Concentration 25 nanogram/microliter
@ Volume 40 microliter
® Form DNA solution in TE buffer
@® Host DH5 alpha
@ Culture LB medium
@ Antibiotics 100 microgram/ml Ampicillin

@ Purification

QIAGEN QlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

1 kb Plus DNA Ladder
(NEB#N3200L),

250 ng/well

(kb}
10.0
8.0
4.0

30

15
12
10

0.1

Electrophoresis :

100

Restriction enzyme

o
——
p—

——

uncut

nanogram DNA per lane ; 1% agarose gel

Expected size of fragment

Sall 7.6 kbp
BamHI 4.7, 2.5, 0.3 kbp
kbp

kbp

® Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

. 1 x TAE Buffer

Sequence name | Primer ID Primer name Confirmed feature
Sequence - A Pr0164 prC_JX__F 1 insert 5'
Sequence - B Proo37 IRES-R insert 3'
Sequence - C Pr0036 IRES-F IRES2,PuroR
Sequence - D Pro008 Amp_R polyoma Ori', SV40 pA HCMVIEE
Sequence - E - - - APPROVED BY :
Sequence - F - - -
Sequence - G - - -
Sequence - G - B -
Sequence - H - - -

http://dna.brec.riken.jp



AR Applied 09596_09596_A7Bd_pAxCA_F1_H02_08_ABIO8 Inst Model/Name 3500/3500 Instrument

w_0m<m.nm__=m 09596_09596_A7Bd_pAxCA_F1 Feb 17,2017 09:44AM, JST
KB o7 CTY  primername A :pAXCA_F1 s Srpealb ety il ST Th P
KB14.1.8 Caps8 5'- GGCTTCTGGCGTGTGACCGGC -3' = Version 6.0 HiSQV Bases: 825 Plate Name: 20170217_dnabank
NNNFNNNNNN INNNNN TTINNGCCTTCTTCTTTTTC , .Dn,ﬂﬂnﬁmmmﬂul,nmdmnem me%‘.‘,ﬂﬂ_m.ﬁmnemanﬂ_n;annﬂﬂeﬁmmﬁ.‘..,,f.m..,...q_q:_,nn.nnmmnnm.,.mnnn,.}_
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W , Il
585 £
%5 N ai.,..........t.....:.... o b VW
ICCTGT2ACACT TTACTTAAAACCATTATCTGAGTGTGARR TG CCAATTTACTGACCGTACACCAAAATTTGCCTGCATTACCGGTCGATGCAACGAGTGATGAGGTTC GC AR
118 127 136 145 163 172 181 190 199 208 217 N,4
I.\v Cye
1170 » » —
585
é_s::::és__E?;;E;ss,::?:E.:és:: .,z:;,ass,s ==_ Uy
GAACCTGATGGACATGTTCAGGG ATCGCCAGGCGTTTTCTGAGCATACCTGGA ATGCTTCTGTCCGTTTGCCGGTCGTGGGCGGCATGGTGCAAGTTG?? ACCGG?2
26 235 244 253 262 271 280 289 298 307 316 325 334
1170 : _
585
il T i | ,
TGGTTTCCCGCAGRAACCTG AAGATGTIT TCGC GATTATCTTCTATATCTTCAGGCGCGCGGTCTGGCAGTAARAACTATCCAGCAACATTTGGGCCAGC TAAACATGCTTCATCG
343 352 361 370 379 388 397 406 415 424 433 442 45
EI 7
585
= 4 A\ S \ | oV W
'CGGTCCGGGCTGC CACGACCAAGTG ACAGCAATGCTGTT TCACTGGTTATGCGGC AARAAGAE ACGTTGATGCCGGTGAACGTGCAAAACAGGCTCTAGCGTTCG
1 460 469 478 487 496 505 514 523 532 541 550 559
BamM1
1170 _
e i p o e
o WV YT AN T EE:: W WA :. A YWV Y W :::.t: .:.....:;..
AACGCAC TGATTTCGACCAGGTTCGTTCACTCATGG:E ATAGCGATCGCTGCCAGGAT:? ACGTE? TCTGGCATTTCTGGGG i ngnal‘. TAACACCC TG T TAC G TADP?
568 539 586 595 604 613 622 631 640 __mbm 658 66
1170 iy
585 _ y
R T e e e g e
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b,w Applied 09596_09596_A7Bd_IRES-R_F02_06_ABI08 Inst Model/Name 3500/3500 Instrument

Biosystems 09596_09596_A7Bd_IRES-R Feb 17,2017 09:44AM, JST
SNG19A22T:22C26  primername g IRES-R KB_3500_POP7_BDTv3.mob Feb 17,2017 10:10AM, JST
KB.bcp A : Pts 1506 to 13442 Pk1 Loc:1483 Spacing:12.32 Pts/Panel1350
KB14.18 Cap6 5' ACATATAGACAAACGCACACC 3 Version 6.0 HiSQV Bases: 859 Plate Name: 20170217_dnabank

NNN NNNNNNGNN INNN NNCNN NMNGTTAG GGGGGGGGG MGG M "NGGGGGGGGGGCGGINTTCGATATCALGNNN fNNNIG GCCGATCTCAGTGGTATTTGTG AGCCAH
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GGGCATTGGCCACACCAGCCACCACCTTCTGATAGGCAGCCTGCACCTGAGGAGTGAATTCGCG T TAATGGCTAATCGCCATCTTCCAGCAGGCGCACCAT TGCCCCTGTTT

121 131 141 151 161 171 181 191 201 211 221
EwkRL Cve
890
445
0
231 241 251 261 271 281 29k 301 311 321 331
_
|
890
445
0
GACACGGGCACTGTGTCCAGACCAGGCCAGGTATCTCTGACCAGAGTCATCCTTAGCGCCGTAAATCA ATCCCTTCCAGGGCGCGAGTTGATA(
341 3513 361 371 381 391 401 431 441 ¢
890 m
445
151 461 471 481 491 501 511 529 531 541 551 561
w
890 o ¢ H
¥e £ {
445 ¢ m
O VAV AT VAVAV VAV .V AT VAV sV O W P W o V. V- V.V VY VN VU AT P V U W T NN OV AV O W V. V-V, )’)!b‘in.\urbl‘)at ALV VW AVSP N oV oV VNN -V W N VWV VNP
GTTACCCCCAGGCTAANTGCCTTCTC TACACCTGCGGTGCTAACCANCGTT TTCGT TCTGCCAATATGGATTANRNNNNNTCCCACCGTCAGTACGT .3 [ TAACC|
571 581 591 601 611 621 631 641 6 661 671
890
445
O 2 P N LN AN s PR e e o . PN s PV R W AN
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P.w Applied 09596_09596_A7Bd_IRES-F_E02_05_ABI08 Inst Model/Name 3500/3500 Instrument

w_0m<m~m-.=m 09596_09596_A7Bd_IRES-F Feb 17,2017 09:44AM, JST
sz cmgnm A:129 T:104 C:231 primer name (. :IRES-F KB_3500_POP7_BDTv3.mob Feb 17,2017 10:10AM, JST
.bcp _ i Pts 1556 to 13308 Pk1 Loc:1533 Spacing:12.24 Pts/Panel1350
KB1.4.1.8 Cap:5 5- TTGTATGGGATCTGATCTGG -3 Version 8.0 HiSQV Bases: 888 Plate Name: 20170217_dnabank
NNNNN N NN IN NN NN NTNNGTC GNN GNNNNNNANNGT CTAG GCCCCCCG AACCACGGGG MNGTGGTTTT pCHAAAACAC GATG ATAATAT G GC CACAAC A v eeal
1 10 19 28 37 46 55 51 T3 oy 82 91 So 109

T,Izmu

1230 PureR

2 Rl I E.E.EEE:EFE_E::E_EE»E;;:;:E

GTACAAGCCCACGGTGCGCCTCGCCACCCGCGACGACGTCCCCAGGGCCG TACGCACCCTCGCCGCCGCGTTCGCCGACTACCCCGCCACGCGCCACACCGTCGATCC GGAQ

i .._E:.,:::::::EE:.: :E::?:sz:.::::Es_::___:::.:.sE,?::.

1230

< o ot

GCCGGAGAGCGTCGAAGCGGGGGCGGTGTTCGCCGAGATCGGCCCGLCGCATGGCCGAGTTGAGCGGTTCCCGGCTGGCCGCGCAGCAACAGATGGAAGGCCTCCTGGLCGCCGC
343 352 361 370 379 388 387 406 415 424 433 442 7

1230

o TRERRERATHR \ VAT WY

ACCGGCCCAAGGAGCCCGCGTGGTTCCTGGCCACCGTCGGCGTCTCGCCCGAC CACCAGGGCAAGGGTCTGGGCAGECGCCGTCGTGCTCCCCGG .‘.mﬂﬂm.,mmﬁomhno..mnoi
451 460 469 478 487 496 505 514 523 532 541 550 559 |

1230

o \ i ) A ) )

GCCGGGG TGCCCGCCTTCCTGGAGACCTCCGCGCCCCGCAACCTCCCCTTCTACGAGCGGCTCGGET TCACCGTCACCGCCGACGTCGAGGTGCCCG ".ZO C CGCGCHC|
568 51 586 595 604 613 622 631 640 649 658 { 667

1230 PuroR _

% [/ L L Ay
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hr,w Applied 09596_09596_A7Bd_Amp_R_F05_17_ABI24 Inst Model/Name 3500/3500 Instrument

Biosystems - 09596_09596_A7Bd_Amp_R Feb 16,2017 10:21AM, JST
SIN G:382 A'518 T:526 C:508  primer name O  : Amp_R . KB_3500_POP7_BDTv3.mob Feb 16,2017 10:48AM, JST
KB.bcp _ B Pts 1542 to 13311 Pk1 Loc:1519 Spacing:11.8 Pts/Panel1350
KB1.4.18 Cap7 5'- GCGACACGGAAATGTTGAATA-3'  version 6.0 HiSQV Bases: 876 Plate Name: 20170216_dnabank

NNIN N NN NNN NN NIN GC TTNN G A A NN A AGANTGTATTTCCTG 2R TAATGT TTAT TCAATAAACTG TGTATTCAGC TATATT CACATAGTGGTGAGGCTGAARAT

5 9 17 25 33 41 m 49 57 65 3 81 89 L i) 105 |

1074

7 N RATD e Y U W _

sAGGCGGGAAGAGGCGGTTGG GGC TTAAT TATAT CAATTTGGGTGGCCCCACAGCGCCTCCRA .“mmﬁmnnz,mﬂnnam TP PTGACAAGTTGCCTCTGGAAGCCTCTCTTCTTT TY

113 121 129 137 145 153 161 b o 185 193 201 209 v 1 b |
1074
— AW » : E WA E:: — E | » | LA :EE E:::: AU
o T :.: VALYV \ :E:&::: | : \ |
'CTCCAGAGTAAGCGGAGGCCAGGGEGGCCCCCGGCCTCTGCTTAATACTA \AAAACAGC TGITTGTCATAGTAATGATTGGGTGG?Z ACATTCCAGGCCTGGGTGGAGAGGCTT
225 233 241 249 257 265 273 2B1 289 297 305 313 321 329
ores A O/
1074 o\osﬁ
537 »
; |
TTTGCTTCCTC TTEGC AAAACCACAC TG ACAT TCCAGGCCTGGG TG BGAGAGGC TT TTTEBCTTCCTCTTGCA®L ACCACACTGCCCTCTGGAGGGCAGTTGCCTAGC? CTRATTA
337 345 353 361 369 377 385 393 401 409 417 425 433 441
1074
. %
. |
\ G AG GATGTCGCACGGCKAGEC TGC GG TCAGTTAGTCAC TTCCTGC T TAAC TGAC T TGACAT T TTC TATTTTAAGAGTCGGGAG GAAAAT TACTGTGTTGGAGGCCCTCCG
449 457 46 473 481 489 497 505 515 521 529 537 545 553

1074 [olyoma O

537

0 | \ A
cCATCTTCTGAAGCTGAATCGAATTARACTTGTTTATTGCAGCTTATAATGGTTACAAAT \GCAATAGCATCAC \ATTTCACAA AT? AGCATTTTTTTCACTGCATTC
561 569 577 585 593 601 609 617 625 633 641 649 657 665

1074 md,@wgu 7

> S L T
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>.¢ Applied 09596_09596_A7Bd_Amp_R_F05_17_ABI24 Inst Model/Name 3500/3500 Instrument

BloSystems 09596_09596_A7Bd_Amp_R Feb 16,2017 10:21AM, JST
S/N G:382 A:518 T:526 C:508 KB_3500_POP7_BDTv3.mob Feb 16,2017 10:48AM, JST
KB.bcp Pts 1542 to 13311 Pk1 Loc:1519 Spacing:11.8 Pts/Panel1350
KB14.18 Cap:17 Version 6.0 HiSQV Bases: 876 Plate Name: 20170216_dnabank
TAGTITEGT GGTTTGTCCI ,:Oen.._ﬁn...dma....ﬂﬁ.ﬂ_q_.:ﬂﬂ.amanﬂmmw%n.q,m TATCATCGICGACATTGATTATTG AC ..,_H_..mﬂ?...q_n,...,ﬂﬂ:n!mm
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0
NCATTAGTTCATAGCCNATATATGGANT TNCGCGT TACATAACT TACNG TAAATGGCCCGCCNNGC TGANCGCCCNACGACCCCCGCCNATTGNNGT Ch
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