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P. RIKEN DNA BANK clone name : pMAK17

RIKZH
8RC

@ Clone ID
® Lot

@® DNA Concentration

RDB _ 09002

09002 _ A3Fb

25 nanogram/microliter

@ Volume 40 microliter

@ Form DNA solution in TE buffer

@ Host DH5 alpha

@ Culture LB medium

@ Antibiotics 100 microgram/ml Ampicillin

@ Purification

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

Erectrophoresis : 50  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment

EcoRV : 9.9 kbp
Apal : 99 kbp

EcoRI : 47,21,20,1.1 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Primer name
T7_22mer
SV40pA3'element Reverse

Sequence name

Sequence — A

Sequence — B

Sequence — C =

Sequence — D =

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied

BibSystems 09002_09002_A3Fb_T7_22mer_C06_09 Inst Model/Name 3500/3500 Instrument
09002_09002_A3Fb_T7_22mer Jun 14,2013 10:45AM, JST
SIN G:281 A159 T495 G179 primer name. A\« T7_22mer KB_3500_POP7_BDTv3.mob Jun 14,2013 11:11AM, JST
KB.bcp _ ) . Pts 1517 to 14065 Pk1 Loc:1494 Spacing:13.01 Pts/Panel1350
KB1.4.18 Cap:9 5-GTAATACGACTCACTATAGGGC-3'  version 5.4 HiSQV Bases: 798 Plate Name: 20130614_mix
TCGC(GFA|G CiG 1G & AETCE TT'TET T-T GT & TTT ET GFT CCTATTGCT TTAT TT G'T GCAT TRTE GCTGCAAT (@ GTT @ ! [ TTGCATTEATTT TATY
i 10 19 28 37 46 5h 64 T3 82 91 100 108
1128  GULO qolyl) Fryual G40 ol (#) grgnal —5
564
STTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTT GC G T CC T CTAE TGTGGTATGGC TGATTATGATCCTC TAGAGATATC GTCGAC GCTTATCGATG
118 127 136 145 154 163 172 181 190 199 208 217
Xba T E0otT Hind Clal
1128 o

::.,?..:._5,:,,E.:__EEEEEE .:.a:;:.:EE.,;_:,,_,_EE:.___

ﬂmﬂnn%q_ neemﬂ CAGCTCGTCCATGCCGAGAGTGATCCCGGCGGCGGTCACG CTCCAGCAGGACCATGTGATCGCGCTTCICGTTGGGGTCTTTGCTCAGGGCGGACTGY
226 235 244 253 262 271 280 289 298 307 316 325 334

1128

5 :E?E&EEFEEEEEEEEEEEE;EEEEEEEEEEE?FaL

SGTGCTCAGGTAGTGGTTCETCGGGCAGCAGCACGGGGCCGTCGCCGATGGGGGTGTTC TGCTGGTAGTGGTCGGCGAGC TGCACGC TGCCGTCCTCGATGT TGTGGCGGATCTT

343 352 361 370 379 388 397 406 415 424 433 442 451
1128
il W . Wl
0 » A\ VY NV N VYV YV VY L Y LYY
GTTCACCTTGATGCCGTTCTTCTGCTTGTCG GCCATGATATAGACGTTGTGGCTGTTGT TTGTIACTCCAGCTTGTGCCCCAGGATGTTGCCGTCCTCCTTGAAGTC G
460 469 478 487 496 505 514 523 532 541 550 559
1128

L Al oA o0

TGCCCTTCAGCTCGATGCG GTTCACCAGGGE TGTCGCCLCTCEG T T"CACC TCGECEL GEETECTT GTAGTT GCCGTCETCET TEGAA G GAT GG TGCGCTCC TG GACQ
568 871 586 598 604 SHR 622 631 640 649 658 667

1128
564

bbb-pbpbpppbbbbpbbb.ssbpnpb5n.5b5bpn-ppbahppb-b@hpp@a9p3bb-'bbapbsbsnpbhpbabpphpapzr LN 0000006 N 000
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Applied

09002_09002_A3Fb_T7_22mer_C06_09 Inst Model/Name 3500/3500 Instrument
[o] m = = L ==
Biosystems 09002_09002_A3Fb_T7_22mer Jun 14,2013 10:45AM, JST
S/N G:281 A:159 T:195 C:179 KB_3500_POP7_BDTv3.mob Jun 14,2013 11:11AM, JST
KB.bcp Pts 1517 to 14065 Pk1 Loc:1494 Spacing:13.01 Pts/Panel1350
KB1.4.1.8 Caps9 Version 5.4 HiSQV Bases: 798 Plate Name: 20130614 _mix
TAGCCTTCGGGCATGG CGGACTTGRAAGAAGTCGTGCTGCT TCATG TGEG TC GGGG TAGC GG C TGAA GCACTGOACGCCGTA GTCA GG TGG TCACG A GCG TGG
676 685 694 703 712 721 730 739 748 757 766
1128
564
0
G CCA BEECACGES CAGE 1T B €6 GET TG CAG ATGAA CTITEA CCE TCAGCTTG CEGTA © 166 € ATCE CCCTEGE CCOTCLEEC € ACALGBCTG CTT
775 784 793 802 811 820 829 838 847 856 865
1128
564
0 =
GTEE C0G TTACG TCG CEG TE AGCTCEA C AGEATG G ¢ AGEARCES & 16 CAGCT C T(ECCE T GCTCIC EC ATGG TGG C GGC G
874 883 892 901 910 919 928 937 946
1128
564

T € cC G 1T C e cc T tC T @ E T c G T CeCT T T G B G G

1018 1027 1036 1045

1128

564

0 EEgue

T T

1054

1128

564

0
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Applied

' Biosystems 09002_09002_A3Fb_SV40pA3'Element Reverse._D06_12 Inst Model/Name 3500/3500 Instrument
09002_09002_A3Fb_SV40pA3'Element Reverse Jun 14,2013 10:45AM, JST

S/N G:189 A:140 T:123 C:131 primer name B, : SV40pAIElement Reverse KB_3500_POP7_BDTv3.mob Jun 14,2013 11:11AM, JST
KB.bcp Pts 1410 to 13588 Pk1 Loc:1387 Spacing:12.15 Pts/Panel1350

5-CTCTGACTTGAGCGTCGATTT-3'

KB1.4.1.8 Cap:12 Version 5.4 HiSQV Bases: 959 Plate Name: 20130614_mix
GCACT (A GG GGGGCGG iG CTATG G /APACGC(AGCIACGCGGCCTTTTIACGG TTCCTG GCCT TT TGCTGGCCT T TTGC TCACATGT TCTTTCCTGCGT TATCCCCTGATTCT
1 10 19 28 ) 46 55 64 73 82 91 100 109

1202 oy ——

o S ,,.%._..:E.E.a;sr.E:EE.:.:;..EE;::.EE»5:

GTG GATAACCGTATTACCGCCTTTG AGTGAGCTGATACCGCTCGCCGCAGCCGARCGACCGE AGCGCAGCGAGTCAGTGAGCGAGG GCGG GAGCGCCCAATACGC

118 127 136 145 154 163 172 181 190 199 208 217 mwm
1202 » »» »
c01
o ot a,5,::.:55::::E:r o 1
IGCCTCTCCCCGCGCGTTGGCCGATTCATT! TGCAGCTGGCACGACAGGT TTCCCGACTGG AR GCGGGCAGTG AGCGCAACGCAATTAATGTGAGTTAGC TCACTCAT
235 244 253 262 271 280 289 298 307 L6 325 334
CAP v,ﬂsfsw Site
1202 .
601
. \ I il
SCACCCCAGGCTTTACACTTTATGCT TCCGEGC TCGTATGTTGTGTGGAATTGTGAGCGGAT CAATTTCACACAGG! ACAGCTATGACCATGATTACGCCAAGCGCGCAATT
343 352 361 370 379 4 388 397 406 415 424 7 433 442 451
1202 i L ac opevnee” M3 rev
601
0
r \CCETCACT GGGAAC GCTGGAGCTICACCC|IGATCCAGACATGAT GATACATTGATGAGTTTGGAC CCAQC MM G TGCAGTG Al AARTGETTTATT
460 469 478 487 496 505 514 523 532 541 550 559
1202 T? proweter - STLO poly(R) Gigmal
601
0 A \ — A |
IGTGAAAT TTGTGAT GCTATTGCT TTATTTGTAACCATTATAAGC TG CAATAL CAAGTTICAAGCTGCGGCCGCCGTATCGAGGTCGACGGTATCGAT GCTTGATCTAC
568 577 586 595 604 613 622 631 640 649 G mmm T 7
lot T N Hind I %
1202 ® %ﬂo (&) f@\si \(cw /ﬁm Primer Clal i msmn_ﬂ“:m&csu
P A e A Y e A e A Y el e
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Applied

wm0m<m.nm3m 09002_09002_A3Fb_SV40pA3'Element Reverse._D06_12 Inst Model/Name 3500/3500 Instrument
09002_09002_A3Fb_SV40pA3'Element Reverse Jun 14,2013 10:45AM, JST
S/N G:189 A:140 T:123 C:131 KB_3500_POP7_BDTv3.mob Jun 14,2013 11:11AM, JST
KB.bcp . Pts 1410 to 13588 Pk1 Loc:1387 Spacing:12.15 Pts/Panel1350
KB14.18 Cap:12 So7 Version 5.4 HiSQV Bases: 959 Plate Name: 20130614_mix
3AGTCGGTGGGCCTCLT ACAG GAACAGGTGGTGGCGGCCCTCGETGCGCTCGTACTGCTCCACGATGGTGTAGTCCTCG TTGTGGGAGGTGATGTCCAGC TTGGCRT(
VQ ﬁ« 6 685 694 703 712 721 730 739 748 757 766 715 7
G wethy lxtron)
1202 —— Do Red 2
601
0
CACGTAGTAGTAGCCGGGCAGCTGCACGGGCTTCT TGGC CATG TAGATGGACTTGAACTCCACCAGG TAGTEGCCGCCGTCCTTCAGCT TCAGGGCCT TG TGG
84 793 802 811 820 829 838 847 856 865 874 883
1202
601
0 000000 0o0000e0™SOCTH o X00CLX X0
GTCTCGCCCT TCAGCACGCCG TCGCGGGGGG TACAGGCGCTC GG TG GAGGCCCTCCCAGCCC ATEGE TCTTC TTCTGCATCAC GGGG CCGTC GGAGGGG
892 901 910 919 928 937 946 955 964 973 982
1202
601
0
A G TTCAGCGCCCEATE AR CTTCACC TTGTAGAT®G GCAGCCG TCC TGCA GGG A G AG TCC TGG GG TCAC GGG TC G CCCCG CC G ¢
991 1000 1009 1018 1027 1036 1045 1054 1063
1202
601
0 o o=l DORE SR AR IS X e
GGTT C TCG ¢ TECATE ACIG Te & T € C T GG ¢ W & TE GG GE G c G T ¢ T TG
1072 1081 1090 1099 1108 1117
1202
601
0
1126 1135 1144
1202
o011
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