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@ Clone ID

@® Lot

@® DNA Concentration
@ Volume

@® Form

@ Host

@ Culture

® Antibiotics

@® Purification

RDB _ 08650

08650 _ Adlo

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
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Erectrophoresis :

0g6%o 08650
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47 nanogram DNA per lane ;

Restriction enzyme

Expected size of fragment

% agarose gel , 1 x TAE Buffer

Hindlll 8.7 kbp
BamHI 71,16 kbp
6.0, 2.7 kbp

kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

TDH3pro_F

Sequence — B

CMK1ter R

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken.jp/index.html



 Applied

. w_0m<m.nm3m 08650_08650_A4lo_TDH3pro_F_C04_07 Inst Model/Name 3500/3500 Instrument
08650_08650_A4lo_TDH3pro_F Oct 03,2014 02:19PM, JST

S/N G:52 A:67 T:55 C:68 primer name [\ : TDH3pro_F KB_3500_POP7_BDTv3.mob Oct 03,2014 02:45PM, JST
KB.bcp , Pts 1212 to 12099 Pk1 Loc:1189 Spacing:10.93 Pts/Panel1350

5'-AAATTATTCCCCTACTTGAC-3'

KB1.4.1.8 Cap:7 Version 5.4 HiSQV Bases: 1002 Plate Name: 20141003
TIFCCAC G G 7TAG G TAT TG ATT GTAAT TCT GTIAATCTATTTCTTAAACT T CT TARAT TCTACT TTTATAGTTAGTCTTT TTTT IAGT TTTAAAACACCAAG AACTTAGTTTC
1 11 21 31 41 51 61 71 81 91 101 il

e _ |

@ﬂnﬁnnenmm. GG ACGTCATC GGAGTTCATGCGCTTC GGTGCGCATGG AGGGCTCCGTG AACGGCCACGAGTTCEAGATCG
1a1~start 151 lel 7 181 191 201 211 224

WRFPL

.mmmﬁﬂ GGGCGAGGGCCGCCCCTACGAGGGCACCCAGACCGCCAAGCTGAAGGTGACCAAGGEGCGGCCCCCTGCCCTTCGCCTGGGACATCCTGTCCCCTCAGTTCCAGT ACGG

231 241 251 261 271 281 291 301 il 321 331 34
908
454

: | \ s A AW

CTCCAARGGCCTACGTGARAGCACCCCGCCGACATCCCCGACTACTTGAAGCTGTICCTTCCCCGAGGGCT TCAAGTGGGAGCGCGTGATGAARCTTCGAGGACGGCGGCGTGGTG

ji# 351 361 371 381 391 401 411 421 431 441 451
908
454 —
0 \ » N\ \ /\
CCGTG ACCCAGGACTCCTCCCTGCAGGACGGCGAGT TCATC TACAAGGTGAAGCTGCGCGGCACCAACTTCLCCCTCCGACGGCCECCCGT TGCAGAAG GACCATGGGCTGC
461 471 481 491 501 511 521 531 541 551 561
D
(8 Neol
908

o W N VW » V) | M1 AW :zg

5GAGGCCTCCACCGAGCGGATGTACCCCGAGGACGGCGCCCTGAAGGGCGAGATCAAGATGAGGCTG GCTG GGACGGCGGCCACTACGACGCCG AGGTC GACCAC
Bl 581 g9 601 611 621 631 641 651 661 671

908

= e e e Mo e s e oo e W

Printed on: Fri Oct 03,2014 04:56PM, JST Electropherogram Data Page 1 of 2




- Applied

W.Om<m.nm_.=m 08650_08650_A4lo_TDH3pro_F_C04_07 Inst Model/Name 3500/3500 Instrument
08650_08650_A4lo_TDH3pro_F Oct 03,2014 02:19PM, JST
S/IN G:52 A:67 T:55 C:68 KB_3500_POP7_BDTv3.mob Oct 03,2014 02:45PM, JST
KB.bcp Pts 1212 to 12099 Pk1 Loc:1189 Spacing:10.93 Pts/Panel1350
KB14.18 Cap7 Version 5.4 HiSQV Bases: 1002 Plate Name: 20141003
CTACATGGC CAAGAAGCCCGTGCAGCTGCCCGGCGECTACAAGACCG ACATCAAGCTGGACATCACCTCCCACAACGAGGACTACACCATCGTGGAACAGTACGAGCG
681 691 701 k! 721 731 741 751 761 771 781
908
454
CGOCGAGGGCCGCCACTCCACCEG CE CEAG qn,t\@_ GTTCGTGACAGCTAGT TATAACGTCG GG TATCCTECG TACGG TG CAAAATTT TTGAATAARCGAC
791 801 811 821> 831 841 851 861 871 881
1Bal T Start
wke? 4Byl J
908 \M e )
454 T frame Widh wREPL —> GECir.
0 A
CATTACT T'6 TGGEA CECEE TGG AG GAG CG CAAT GGCATAGE ACAAGCTGACGG TCTTELGCETGGAT COTACE GATACTGAG GG 7
891 901 911 921 931 941 951 961 971 981
908
454
0
CRAGTTTCATATATIITGAGCGCGAG TITECATICE MM GACIACE AGCE AQTC T CETAC TG € TT G AC GC ITTCE AA GEGGE TA TEA TTITT
991 1001 1011 1021 1031 1041 1051 1061 1071
908
454
0 > =
r 6 JITGE ctCTe i A TG A TREGC AL TT A € A M A € TeT tc T G B T T A GEC A C T 16GG & GA
1081 1091 1101 P T i 1121 15394
908
454
[ 0
908
454
0 o <n
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- Applied

w_0m<mn03m 08650_08650_A4lo_CMK1ter_R_D04_10 Inst Model/Name 3500/3500 Instrument
, 08650_08650_A4lo_CMK1ter_R Oct 03,2014 02:19PM, JST
S/N G:28 A:33 T:38 C:29 primername B : CMKiter_R KB_3500_POP7_BDTv3.mob Oct 03,2014 02:45PM, JST
KB.bcp 5-GATCGCTATCAGAACTACAG-3' Pts 1218 to 12373 Pk1 Loc:1195 . Spacing:11.07 Pts/Panel1350
KB 1.4.1.8 Cap:10 ~Version 5.4 HiSQV Bases: 1022 Plate Name: 20141003
CTTE 'TT TTIT TTCC TTTICGGC AGCACTGTG T12ARTAATTGTGCEARAGCTTAGATCTRGCAT(ATCTATTTCTCG GIPECETICGTEATCTE cTdTEed
1 10 19 28 iz 46 {ind [l 55 r 64 73 82 91 100 109
T fawme WIth GEC(2 BT
s CMKL Terwlimtor — < Geci2
519 ’
0 \ NI b LWV
CCTCCAG TATTAATAATGT TACTTTCAGTACATAAGACTTCAGT TCCATTCACAGAACTCGTCTCATGCACGCCATGCACT T TTATGGARTCTACGCTAGGTACAGATGTTT
118 127 136 145 154 163 172 181 190 199 208 217
1038
| I
0 | | A
TTGTACCGTG GT TGC CAAACAAA GTTGT TTGATGTAAGTCT TCAT CARCTACGTAGGGCGAAGAGATGGTGTCTCTTTTCGTTAGA TTGTCCTTCGCGTAATTG
226 235 244 253 - 262 271 280 289 298 307 316 325 334
1038 »
o AN \
o LAWY \ _ \
TGGAATGCAAATTGTGCTTATAGGAGAACTGTAAAATGTAAGAAAGCAGCACAATAAGGATGAAGTT GGTGAAAAATTTAGAGAT TTITTTGT TTCATT GAGGTGTAGT TGGCG
343 352 361 370 379 388 397 406 415 424 433 442 4
1038
- VAN Il
- VWY | \
TAGT TAAGCGGTAATTTTATTATG TGGAT AGTGTTGGC TGCCGAAACACTCGCCACATATGTAGAGTCCGGAGAGATAGTGACCTCTGTAATGGCAARACTATGAGCTTGTT!
51 460 469 478 487 496 505 514 523 532 550 559
Ndel
1038
519 — P
0 | I RUAARUAL YA .
[ GAATATTT TAGACATTGACAGGTCT T TTAGT TTCACAAGAGC TATGGAATTGTCATTACT TGCCAGTACCGCCAATTCACCCTTCATETCGACATCCATAGAAGTAATCCC
568 577 586 595 604 613 622 631 640 649 e 658 667
a
1038
519
0 il . I & ’ ol '
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" Applied

. ) Biosystems 08650_08650_A4lo_CMK1ter_R_D04_10 Inst Model/Name 3500/3500 Instrument
08650_08650_A4lo_CMK1ter_R © Oct 03,2014 02:19PM, JST

S/N G:28 A:33 T:38 C:29 KB_3500_POP7_BDTv3.mob Oct 03,2014 02:45PM, JST
KB.bcp Pts 1218 to 12373 Pk1 Loc:1195 Spacing:11.07 Pts/Panel1350
KB 1.4.1.8 Cap:10 Version 5.4 HiSQV Bases: 1022 Plate Name: 20141003
,, TTTGAATCTGTTTGTCACT TGTTTGGATCTTAATACGGAAGT GTTTCCTGAT TTGATGCTTATT TTGGTCAGCACAATACCT TTCCCTTTTTTTARAGAGGCTGCTATC
676 685 694 703 712 721 730 739 748 757 766 775 i

AATACTGTGTCATC GGCTATG AAGTTTATTTTAGATAAACTCTAATT CTTATCAAAATCTGTTTTC CTAGCAATGCAACTTCCAGTCACTGTT GAAATCACTT CCJ
34 793 802 811 820 829 838 847 856 865 874 883
1038
0 N
AGCTAGAAC CCEGTGATATAAGC CAACCTTACCATCAG TG G? AAGTGT TCETTTACTTEACCCCTAG TETEEATCETC CTEAE TUG T 7R.5. TEH
892 901 910 919 928 937 946 955 964 973 982 99

3CTCGGE TCIATG TT € TCA TTATAGECA EGETACTTTAG ATGATEGLCGATAGC TG C CG(G TACC T C TCCGIGG A7 TAT A CCAG C T Cf
1 1000 1009 1018 1027 1036 1045 1054 1063 1072
1038
518
\I;D _ &
; TG TAGITE T CCEGGEEC A TTTIG TAGAA T GEG ITTC i g TC T gC T G TG RA G AA C T C f 1T G A\ T C 1T
1081 1090 1099 1108 1437 1126 1135 1144

1038
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0 e o s —_—

Printed on: Fri Oct 03,2014 04:56PM, JST Electropherogram Data Page 2 of 2




