P-1 Gene Engineering Division
RIKEN BioResource Research Center

E RIKEN DNA BANK clone name : pMT-PURO
B

® Clone ID RDB _ 08532

® Lot 08532 _A2Ga

@® DNA Concentration . 25 nanogram/microliter

® Volume » 40 microliter

® Form DNA solution in TE buffer

@® Host : DH5 alpha

@ Culture : LB medium

@ Antibiotics : 100 microgram/ml Ampicillin

@ Purification : QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Electrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment

EcoRI 5.0 kbp
Xhol 5.0 kbp
EcoRI+Xhol 4.1, 0.8 kbp
kbp

® Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID | Primer name I Confirmed feature
Sequence - A Pro8oo HB-NOS_R MT pro, BiP signal sequence
Sequence - B Pr0o099 reverse SV40 pA, 6xHis, V5 tag, BiP signal sequence, MT pro
Sequence - C Pro259 COPIApro-F copia pro, PuroR
Sequence - D Pro008 Amp_R AmpR pro, SV40 pA

Sequence - E -

Sequence - F - - -

Sequence - G - - -
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%M%W Applied 08532_08532_B1CtF_HB-NOS_R_E02_14_ABI24 Inst Model/Name 3500/3500 Instrument

Biosystem
y 8 08532_08532_B1CtF_HB-NOS_R Mar 31,2021 09:40AM, JST
S/N G:348 A:264 T:216 C:291 primer name A, HB-NOS_R KB_3500_POP7_BDTv3.mob Mar 31,2021 09:55AM, JST
KB.bcp ; . Pts 1791 to 8706 Pk1 Loc:1759 Spacing:10.41 Pts/Panel1350
KB 1.4.1.8 Cap:14 B-TCTTCGCTATTACGCCAGCT-3 Version 6.0 HiSQV Bases: 672 Plate Name: 20210331_GNP
NIN NN N N NNN N NN NNNN NTTG GG TMNGCCNG GG T TT T ‘G TCACGACG TTG T C\G A CEGICCAG TC BATT qg_ooqamn.mm CAGG ATGTGGTGCCCG A'
1 21 31 51 61 101
MT wg
1008
%%%zi%é
0
[GTGACTAGCTCTTTGCTGCAGGCCGTCCTATCCTCTGG TTCCGATAAGAGACCCAGAACTCCGGC CCCCCACCGCCCACCGE CACCCCCATACATATGTGG TACGCA
111 121 1 131 141 151 161 171 181 191 201 211 21
Patl Nde I
1008
0 \
GAGTGCCTGCGCATGCCCCATGTGCCCCACCAAGAGC TT TGCATCCCATACAAGTCCCCARAGTGGAGAACC GAACCAAT TCTTCGCGGGCAG R VAAAGC TTC TGCACAGGTE
21 231 241 251 261 20T 281 291 301 311 321 331
Hind L
1008
504 » »»
o VI
TCCACTCGAATTTGGAGCCGGCCGGCGTGTGCARAAGAGGTGAATC GRACGAAAGACCCGTGTGTAAAGCCGCGTT TCCAAAATGT AT AAAACCGAG AGCATCT GGCCAAT GT GC|
341 351 361 371 381 391 401 411 421 431 441 45
1008
504
: I VAV )
ATCAGTTGTGGT CAGCAGCAAARATCAAGTGAATCATCTCAGTGCAACTAAAG GGGGGATC CG ATC T CAZ eg AGTTAT GCATATTACTGGCCGTCGTGGCCTTTGT TGGCCT
i1 461 471 481 491 501 511 521 531 541 551 561
ro ——— 7~ _.\ST_H -
1008 MT g ba _|.v pif s%g; Sequevice

. N _ T A ) é%ﬁ%égg

CTCGCTCGGGAGANCTTCGCGAACTAGTCCG GANATCCACGTGTGTACACCTANGCTTAAGTC TAGAGGGCCNTT CNAAN GNAAGCCTAT CCCT
STL 581 591 601 611 621 631 641

S

qu

1008
504
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' Applied
.%U%@ Bi Om<m.nm:._m 08532_08532_B1CtF_reverse_F02_17_ABI24 Inst Model/Name 3500/3500 Instrument

08532_08532_B1CtF_reverse Mar 31,2021 09:40AM, JST
SIN G:576 A517 T:484 C:463 primer name [ : reverse KB_3500_POP7_BDTv3.mob Mar 31,2021 09:55AM, JST
KB.bcp ; _ Pts 1758 to 8706 Pk1 Loc:1726 Spacing:10.65 Pts/Panel1350
KB1.418 Cap:17 5- GGAAACAGCTATGACCATG -3'  yorion6.0 HISQV Bases: 665 Plate Name: 20210331_GNP
NNIN IMN PN NN N NCN INNN NNMNT T CN G TRACCACAT TTGTAGAGGTTTTACTTEG CTTTARAAAACCT C.CCAC CCTCCCCECTGAACECT G LACATA TGAATGCA
1 11 21 3. ) 41 51 61 71, 81 111
I
1198 .
. §>>
0 \ l |
A TTGTTEGTT GCTTRACT TG TTTAT T GEAGE TTATAAT GG'T TACE ATAAAGCAATAGCATCAC AATTTCACAAATARAAGCATTTTTT TCACTGCATTC TAGTTGTGGTTTGTOC
121 K 141 151 161 171 181 191 201 211 221
N
al
1198 GUED ) g A Gign
'm Il A A S%é
0 A \
AAACTCATCAATGTATCTTATCATG TCTGG ATCETCGATCGAGGCTGATCAGCG AGCTCAGGCCT TAGAAG GCACAGTCG AGGC TGATCAGCGE GG TTTAAAC|TCAATGGTG AT G
231 mﬂ 1] 26 271 281 291 301 311 321 33T
1198 &
599
0
GTGATG .H.m. .nmﬂmnm.ﬁrnmﬂuomﬂ GAATCGAGACCGAGG AGAGGGTTAGGGATAGGCTTACCTTCGAAGGGCCCTCTA GRACTTAAGCCTAGGTGTACACACGTGGATATC OOOF
341 351 RS Tl 371 381 391 401 A Hﬁw..l.| 421 431 441 451
a
Ll G ta 3 Xbal oV
1198 \ T 2 $NH
599
0 | \ | [\ .
TAGTTCGCGARAAGATCTCCC GAGCGAGAGGCCRACARAAGGE CACGACG GCCAGT mﬁ,...Hmn..‘.H..‘.,Oﬁﬂﬁ‘@‘.ﬂﬁm.:.O...HOQD..‘HDOOOOO.H‘H,H..OHHGO.,OHO..D.,ﬂm...ﬂﬂn
461 471 81 791 501 511 EFal 531 541 551 561
Bo (T Bamt]
1198 Bif signal gequence MT pro
599
0 0 WYV . A .
ACTTGATTTT GC TGCTGACCACAACTGAT GCACAT TGGCCAGATGCTCTC GG TTTT ATACATT TT G GA AT CNCGGCTTTACACACGGGTCTTNCGTTCNANT NNXC
571 581 591 601 611 621 631 641 651 k
1198
599

0 o000 00N0evenent! n0aet Y e 00000 ™ 0000
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%WM@ Applied 08532_08532_B1CtF_COPIApro-F_G02_20_ABI24 Inst Model/Name 3500/3500 Instrument

BioSystems 08532_08532_B1CtF_COPIApro-F . Mar 31,2021 09:40AM, JST
e T pimername [ i GORIpR-F e ] Sparingsfoh. PiEaneiifa
bep _ 0 s o oc: pacing:10. ts/Pane
KB 14.1.8 Cap:20 5'- TGAATGGCCACACCTTTTATGCC -3 Version 6.0 HiSQV Bases: 627 Plate Name: 20210331_GNP
N INM N NNINNNNNN CTITTCCT'T CTT GTALC GT TTTTT GCT GTA GTAGGTCGTGGTGCTGGTGTTGCAGTTG T CTTAAAATAT? AT CAT AACTCAAACH
1 21 31 41 51 61 i i 81 91 101
1146 T copia pro
| AW
0 / |
TARACTTG ACTATT TRAT TTATTTAT TRAGARAG GAAATAT AAAT TATA Z ‘..H_.H,‘.ﬂ.‘..O...m.‘.u;ﬂ*ﬂﬂﬂﬂﬂﬂmnﬂmﬁm.ﬁm \ATTCG ATAGCTTGCATGCCTGCAGGTECGGCCGCCACG
114 121 131 141 1:51. 161 171 —I8T 191 201 ﬂ ‘—\ H 211 221
5

1146 copia pro Los\iw Potl gkl
0

ACCGGTGCCGCCACCATCCCCTG ACCCACGCCCCTGACCCCTCACAAGGAGACGACCTTC CCGAGTACAAGCCCACGGTGCGCCTCGCCACCCGCGACGACGTCCCCCG

CETN 241 251 261 271 281 291 301 311 321 331
Qc:\o R qu&H ,
1146 |
573
0
GG CCGTACGCACCCTCGCCGCCGCGTTCGCCGACTACCCCGCCACGCGE CACAC CG TCGACCC GGACCGCCACATCG AGCGGGTCACC GAGCTGCAAG ARCTCT TCCT CAC GO
341 351 361 371 381 391 401 411 421 431 441 qs
Call
1146
57.3 . “
5 | _ | 0l ()
GCGTCGGGCTCGACATCGGCAAGGTGTGGGTCINN GGACGACGGCGCCGCGGTGGC GGTC TG GAC CACGCCNG ANAGC GT CG A% GCG GGG GCGGTGT TC GCG-8=CETCG G
i1 461 471 481 | 491 501 511 521 531 54 551

1146 |j

o WM M »_._.—._._._....:1._.4.... L0 >?:,. o X0 Ul

CCCGCGCATGGC CGANTTGAGC GGNTCCNGGCTGGNCGCGCANCAA CAGANGGNAN GENC TCC TGG CGCCNCANCNG CCNNAN CN AN CCC
561 8l 581 591 601 611 621 631

CN NGN KNI
651 661

1146
573
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N Applied
%www Biosystems 08532_08532_B1CtF_Amp_R_H02_23_ABI24 Inst Model/Name 3500/3500 Instrument

08532_08532_B1CtF_Amp_R Mar 31,2021 09:40AM, JST
SIN G:1416 A:1208 T:903 C:897 primer name © : Amp_R KB_3500_POP7_BDTv3.mob Mar 31,2021 09:55AM, JST
KB.bcp ) _ — Pts 1792 to 8706 Pk1 Loc:1760 Spacing:10.68 Pts/Panel1350
KB1.4.18 Cap:23 5~ GCGACACGGAAATGTTGAATA-3'  version6.0 HiSQV Bases: 677 Plate Name: 20210331_GNP
NN N NNIN MNNNNNTN - NC:TTT-LT ,mﬂm_._u.ﬂ TTIGTCTCATG AGCG G ATACATAT T TG AATG TAT TTAG ARAATAAACRAATAGGGGTTCCGCG CATTTCCCCG
° 1 e : 31 41 5l 61 T2 81 91 101
1104 o AmpR o
552 —
0 \ _
.O.H_QOO.‘OO_H.O:OO.HO_H‘....O.".Oﬁ,_H_.H_ TTATCATGACATTAACCTATAAL ATAGGCGTATCACGAGGCCCTTTCGTCTCECGCGTTTCG GTGE AT G \CGGTG ARARCCT
121 131 141 151 161 L 181 191 201 2.4 22]

i é§§§§§§§§§§§§§§;§§§

TGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTC TGTAAGCGGATGCCGGGAGCAGACAAGCCCGTCA GGGCGCGTC! Onmmmemﬂﬂomnommﬂmﬂﬂmmmmﬁﬂmmoqﬁe

L 231 241 251, 261 2°7%; 281 291 301 311 321 331
1104
552 »
0 \
AC TATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATCCGETGT GAR TACC GCACAG ATGCGT AAGGAGARAATACCGCATCAGGCGCCGGT CCC|GATC CAGACA]
341 351 361 371 Znﬂmﬁ 381 391 401 411 421 431 441
Nm:\_H — Gl
1104 pA n\._@si
552
0 \ \ A I\ A .
IGATAAGATACAT TGAT GAGTTTGGACAAACCACAACT AGAATGCAGT GAALD AR AT GCTT TATTTGTGARAAT T TG TGATGC TATTGCTT TTATT TGTAACCATTATAAGET
451 461 471 481 491 501 511 527% 531 541 551
1104
552
0 . . AV . i\ . CMNYY
GCAATAARACAAGTTICE ...DOH.‘,QOHQQODHOQ..,.z.mg_OmmO@QH,.HOD‘.H..QOHHO‘.HOHFD.,OHOZQHQQDOOHODQODQOOOGZOOOOOOOZOD CCECYq
561 571 581 591 601 611 621 661
Nhel
1104 Lv4© ”
552 ¢h Gignd
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