P Gene Engineering Division
RIKEN BioResource Center

P. RIKEN DNA BANK

clone name : pGEX-G12-1a
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@ Clone ID RDB 08428

@ Lot 08428 _ A8Bs

@ DNA Concentration 25 nanogram/microliter

@ Volume 40 microliter

@® Form DNA solution in TE buffer

@ Host DH5 alpha

@ Culture LB medium

@ Antibiotics 100 microgram/ml Ampicillin

@ Purification QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
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Restriction enzyme Expected size of fragment

EcoRI 59 kbp
Pstl 42,1.7 kbp
EcoRV 39,20 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence name

Primer name

Sequence — A pGEX-F2 Sequence — E -
Sequence — B pGEX-RSEQ Sequence — F —
Sequence — C M13 -40 Sequence - G -

Sequence - D

Sequence - H

APPROVED BY :

http://dna.brec.rikenjp/index.html




Applied

w_0m<m.nm3m 08428 08428 A8Bs_pGEX-F2_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
08428 _08428_A8Bs_pGEX-F2 Mar 05,2018 09:59AM, JST
SING19A22T:22C:31  primername A : pGEX-F2 KB_3500_POP7_BDTv3.mob Mar 05,2018 10:41AM, JST
KB.bcp : Pts 1453 to 13626 Pk1 Loc:1430 Spacing:12.18 Pts/Panel1350
KB1.4.1.8 Cap1 5- ACATGGACCCAATGTGCCTG -3 Version 8.0 HiSQV Bases: 1031 Plate Name: 20180305_dnabank
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Applied

Biosystems 08428_08428_A8Bs_pGEX-F2_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
08428_08428_AB8Bs_pGEX-F2 Mar 05,2018 09:59AM, JST
S/IN G:19 A:22 T:22 C:31 KB_3500_POP7_BDTv3.mob Mar 05,2018 10:41AM, JST
KB.bcp Pts 1453 to 13626 Pk1 Loc:1430 Spacing:12.18 Pts/Panel1350
KB 1.4.1.8 Cap:1 Version 6.0 HiSQV Bases: 1031 Plate Name: 20180305_dnabank
ICCAGC TGGACATCCTTTCCT GCT GATG AGCCCCAG GETGEGAGGTGCCCTGCTCACATGC ICT TECCCAGRGTCTCTCGECCTE GGCAGGTCATCATAGTACGGGGACTGGT |
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Applied

w_0m<mam3m 08428 08428 _A8Bs_pGEX-RSEQ_B01_02_ABIO8 Inst Model/Name 3500/3500 Instrument
08428_08428_A8Bs_pGEX-RSEQ Mar 05,2018 09:59AM, JST
SING18A22T21C29  primername g : pGEX-RSEQ KB_3500_POP7_BDTv3.mob Mar 05,2018 10:41AM, JST
KB.bcp ) : Pts 1459 to 13584 Pk1 Loc:1436 Spacing:12.08 Pts/Panel1350
KB 1418 Cap2 5-CCGGGAGCTGCATGTGTCAGAGG-3 Version 6.0 HiSQV Bases: 1012 Plate Name: 20180305_dnabank
CTITA'TTED GG GCG(CG:'G « (ATC GTCAGTCA GTCRCG ATGC GGCCGC TCG DE.OODOE_HO GG AETGGRACACAGTAGAGU TG GACAC TTCCACTGE AT C|
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mmm GOTCOC GCAGCTECTECCAGEEECTGCTIG EGTTEAT GC TG GTGEGECCCCAGCCCC TG CCCATTEAGC GCCAGC T TCAG ECCTCCCTCCTGE CAGG AGCAGCACCTC
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1198 :
599 » »» ——
0o | | ALY | I |
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Applied

Biosystems 08428_08428_A8Bs_pGEX-RSEQ_B01_02_ABIO8 Inst Model/Name 3500/3500 Instrument
08428_08428_A8Bs_pGEX-RSEQ Mar 05,2018 09:59AM, JST
SIN G:18 A:22 T:21 C:29 KB_3500_POP7_BDTv3.mob Mar 05,2018 10:41AM, JST
KB.bcp Pts 1459 to 13584 Pk1 Loc:1436 Spacing:12.08 Pts/Panel1350
KB 14.1.8 Cap:?2 Version 6.0 HiSQV Bases: 1012 Plate Name: 20180305_dnabank
ﬁ SATGAGGAAGCT GGAGCCTC TTCG CAGGGCCAGGTGGGEGC CACCGGGECTCCETTTIGCCAGCG TCCACCATG CAGGGTGTTGCACGATGACATE GGGCTTGGTGGTATGGAAG
685 694 703 712 721 730 739 748 757 766 775 784 7
1198
%.—t W ) e oy
o VU VMM e WA MM Mol WMy
CGAGGGTTGAAGTG CAAGGC GATATCTGGC CGEGG ACAC AGGCTGCAG CCACACTGGAAG TCCACC TGA &
93 802 811 _ 820 829 838 _ 847 856
EcoRV PetL
1198
599
0 \
IPATE TTECCT GEATGE CAGEE ETCEA TCGTC GTGACATAAG GAACCACCGGG TCG AAGACTG GT GG TTGCAG TG AA GT TG TCAGG
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Applied

W_0m<m.nm_.:m 08428_08428_A2Cm_M13_-40_C01_07_ABI24 Inst Model/Name 3500/3500 Instrument
08428_08428_A2Cm_M13_-40 Feb 22,2018 01:15PM, JST
S/IN G:48 A:54 T:67 C:97 primer name ¢ @ M13_-40 KB_3500_POP7_BDTv3.mob Feb 22,2018 01:43PM, JST
KB.bcp i : Pts 1388 to 13312 Pk1 Loc:1365 Spacing:11.76 Pts/Panel1350
KB14.1.8 Cap7 S-GTTTTCCCAGTCACGACGTTGTA-3 Version 6.0 HiSQV Bases: 944 Plate Name: 20180222_dnabank
GGC .W G AARTAAT GG TCATAGE TGTTTCETGETGE TG T TGETIATCC GC TCALE T CCACAC CATACGAGCCGG GCAT GTGT GCETG GG BT GC
| 17 25 33 41 49 57 65 73 81 89 105
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i CTAAT GAGTGAGC TAACTTACAT TAATT GCGTITEL GCFCACTGL ECGCT TTCCAGTEGGG CCTGTCG TGCCAGCTGCATTAAT TCGGCCAAC GCGCGG GG AGAGGC
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GGTTTGCGTATTGGGCGCC Qmmﬂom‘_ﬂﬂqﬂ CTTTTCACCAGTGAG 2CGGGCAACAGCTGATTGCCCTTCACCGCCTGGCCCTG AGAGAGTTGCAGCAAGCGGTCCACGCTGG
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TTTGCCECA GCAGGLCG TCCTGTTTGAT GGTGGETT CGGCG GG ATAT CATGAGCTGTCTTCGGTATCGTCGTATCCCACTACECGAGA ﬂ\+‘m‘.m..m|o CiC CHECE CAGLCC
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CEGACTCGGT TG G GE GEAT TECGCCCAGERECATETGATCET T GTC CCAGCATCOGCAG TG GGAACCAT GCCCTCATTCA GECAT T MEECATGLGTT TET TG : CCGG
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22
CATGGCACTC CAGTEGCET Hmonmdqonmol,gnmonﬂo TTTGAT TGCGAG TG AGATATTTATGCCAGC CAGCCAGACGCAGACGCGCECEGAGACALG T : TGGGC ¢
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Applied

08428 08428 A2Cm_M13_-40_C01_07_ABI24 Inst Model/Name 3500/3500 Instrument
iosyste = e W A Ry
Bi y L 08428_08428_A2Cm_M13_-40 Feb 22,2018 01:15PM, JST
SIN G:48 A:54 T:67 C:97 KB_3500_POP7_BDTv3.mob Feb 22,2018 01:43PM, JST
KB.bcp Pts 1388 to 13312 Pk1 Loc:1365 Spacing:11.76 Pts/Panel1350
KB 1.4.1.8 Cap7 Version 6.0 HiSQV Bases: 944 Plate Name: 20180222_dnabank
_ICGCTAARCAGCGCGATTTGCTGGTGACCCAATGCGACCAGATGCTCCACGCCCAGTCGCGTACCGTCT TCATGGGAG PTAATACTGTTGATGGETGTOTGGTCAG AG
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T . CGE C6EAA CATTAG TG CA IGECAGCT TCE AATGGCATEC TG G TCATCCAG CEGATAGTT TGATCAG CCCACTGACOGCGTTGC GCGH
éw 793 801 809 817 825 833 841 849 857 865 873 881 8l
MiwT
1129
v %ﬂv@@@%%%/&?%g
0 D00 B S NI
G ACGATT GTGCACCG CCGCTTTACAGGCTT CGACG CCGCTIT CG TTCTACCATCGACA CCA CARMCGCTGG CACCC AGGTT GATCGGCGECGAGA TT EC

39 | 897 905 913 921 929 937 945 953 961 969 977 985

TTT GCGACGGC GC GTIG C ; CCG CC : ] T TTGE TS T6

1001 1009 1033 1065

G C G CG G 2 TG T T E GG " C G C T GC G C T cc G, T p i Cc G G T T G G
1073 1081 1089 109 1105 1113 1121
1122
561
0 T Sl w9 ST S o S g W e e
1122
561

Printed on: Thu Feb 22,2018 03:44PM, JST Electropherogram Data Page 2 of 2



