Gene Engineering Division
RIKEN BioResource Center

RIKEN DNA BANK clone name : pET25b_Tr—egl1-His

@ Clone ID : RDB _ 08308

® Lot - 08308 _Ab5Ij

@® DNA Concentration = 25 nanogram/microliter

@ Volume : 40 microliter

@ Form 3 DNA solution in TE buffer

@ Host : DH5 alpha

@ Culture F LB medium

@ Antibiotics ' 100 microgram/ml Ampicillin

@ Purification QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme
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Erectrophoresis : 42  nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer
Restriction enzyme Expected size of fragment
EcoRI : 6.9 kbp
Pstl : 52, 1.7 kbp
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@ Confirmation of the insertion sequence

Sequence name Primer name Sequence name Primer name
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