Gene Engineering Division
RIKEN BioResource Center

ﬁ RIKEN DNA BANK

clone name : pCMFlag hsNFKB1

RIKEH

BRC,
@ Clone ID RDB _ 07018
@® Lot 08125 _ ABAf

® DNA Concentration

@ Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

Erectrophoresis : 46
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Restriction enzyme

nanogram DNA per lane ; 1% agarose gel

Expected size of fragment

. 1 x TAE Buffer

Bglll 8.4 kbp
EcoRI 46, 3.8 kbp
Scal 49, 35 kbp
kbp
kbp
@ Confirmation of the insertion sequence
Sequence name Primer name
Sequence — A CMV-Forward
Sequence — B BGH _rev
Sequence — C -
Sequence — D = \ :
APPROVED BY : |

http://dna.brc.rikenjp/index.html



» Applied

) Bi osystems 07018_08125_A5Af CMV-Forward_G08_20 Inst Model/Name 3500/3500 Instrument
07018_08125_A5Af_CMV-Forward Jan 20,2015 05:26PM, JST
S/N G:79 A:90 T:55 C:56 primer name A CMV-Forward KB_3500_POP7_BDTv3.mob Jan 20,2015 06:00PM, JST
KB.bcp . , Pts 1413 to 12485 Pk1 Loc:1390 Spacing:10.96 Pts/Panel1350
KB 1.4.18 Cap:20 5-GCACCAAAATCAACGBBACTT-3  yergion 5.4 HisQV Bases: 996 Plate Name: 20150120_mix
TT TCACCICLLG GECCA T TG ICGE TGG GCG GTIAG GCG TG TACGGC(CGG GG TCTATAT GC G DOHO%OHOOOA CTAG AG CECACTGEC T PTACGTGGET TAL
1 11 21 31 11 *7 61 71 101
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0
TACGACTCACTATAGGGAGACCCAAGCTGAATTC Omﬂf\% C TAC GG ACGATGACGAT Oﬂmmﬁﬁm G AAGATGATCCATATTTGGG GGCCTG
L1 121 19 141 151 gepee, 19T TIT THT [51 ¢ - prwiet 201 211 2%
CwRl _ ot 1| (NM. 0039983 ﬁ_
FvaG Not ! NFgB 1
1132
566
0 : | ‘

(o T ETTTOR TTT GeGATCC TR CT T T GACT CATAC TA& T TIART CCAG GTAT TTC CCACAGATGGCACTG CC CAGCAGATGGEECCATACCTTCR TATTAGAGC
231 2R 251 261 271 281 291 301 311 321, 331
BamHL
1132
. | — g%zéééiéz
0 A
CC T CAGAB AGGATT TCGEGT TTECET TATGTAT G TGAAGGCEC TCCCATGE TG GACTACCTGGTIGCC TCTAGTG G (2 GTCTTACCETCAGGTC TCT &C
341 351 361 3. 381 391 401 491 421 431 441 4!
11232
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5 | | | VLY
CTATGTGGGACCAGC GGTTATTGTTCAGTTGGTCAC TGG’ TATCCACCTGCATGCCEACRGCCTGEGTGEGG CACTG TGAGGATGGGATCTGCACTG
| 461 471 481 491 501 511 521 531 541 551 561
1132
b EEE? %%%%%5%
P CTEC TEBGAECE GGACATGGTGGTCGGCTTCGC CCTGGGTATACTTCATG TGACAR GTATTTG CACTGG GCLCG TGACAGAGGCGTGT
571 581 591 601 611 621 631 641 651 661 671
1132
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» Applied

) Bi osystems 07018_08125_A5Af_CMV-Forward_G08_20 Inst Model/Name 3500/3500 Instrument
07018_08125_A5Af_CMV-Forward Jan 20,2015 05:26PM, JST
S/IN G:79 A:90 T:55 C:56 KB_3500_POP7_BDTv3.mob Jan 20,2015 06:00PM, JST
KB.bcp Pts 1413 to 12485 Pk1 Loc:1390 Spacing:10.96 Pts/Panel1350
KB14.1.8 Cap:20 Version 5.4 HiSQV Bases: 996 Plate Name: 20150120_mix
ThAGGGGCTATAATCCTGGACTCTTGGTGCACCC TGACCTTGCCTATTTIGCAAGCAG AAGGTGGAGGGGACCGGCAGCTGEG AGATC GGG AGAGCTAATCC(
681 691 701 711 721 731 741 751 761 771
1132
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3TCAAGICAG T ETGEAGCAGACE AGATGGACCTCAGCGTGGTGCGGC TCATG TTTACAGCT TTTCTTICCGG ATAGCACTGGCAGC TTCACAAGGCGBCC
781 791 801 811 g21 831 841 851 861 871 8
Vor 1
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TGEHBMECCETGETATCAGACGCCATC TATG ACAG T GICCECCEAA TG BATEE CTTG ¢ TG T g TGEGACAGGEACAGC TGG ATGT
81 891 901 911 / 921 931 941 951 961 971
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GTGACTCEE AGGGE ACGEG TTTATE TT C TIIT G TGAC G TEEBG @ G ATCGAE AT CC AL TIT C G TITT T AT G ARA G |
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» Applied

07018_08125_AS5Af BGHrev_HO08_23 Inst Model/Name 3500/3500 Instrument

 Biosystems 07018_08125_AS5Af_BGHrev Jan 20,2015 05:26PM, JST

S/IN G:333 A:315 T:306 C:266 primer name [ : BGH_rev KB_3500_POP7_BDTv3.mob Jan 20,2015 06:00PM, JST
KB.bcp 5 TAGAAGGCACAGTCGAGG-3'  Pts 1410 to 12503 Pk1 Loc:1387 B Spacing:11.01 Pts/Panel1350
KB 1.4.1.8 Cap:23 Version 5.4 HiSQV Bases: 963 R- ﬂ.\:\smm\ Plate Name: 20150120_mix
G(C TG CAT ITAG G IG C TA TAG TALGGEGGCCCTC TAG ATGCATGC TCG AG CGGC O.Hﬁ TTTTGCETTCTAGAGGTECTTEC TGCCEAT TCATGGGGCATTTTGTTG

1 10 19 28 - 3T 46 55 m,do.*u 64 lﬂuvau.Pﬁ 82 91 100 109

1278 Apal  Wbal ol Ly NERB L (mm.03978.3,3577.
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GAGTTAGCAGTG AGGCACCACTGG TCAGAGACTCGGT? GCTGAGTTTGCGG GGATGTCTCCACGECCE CIGTCGEABACAL TG TEACTGTCTCEGAGCTEGE TCIATTTY
118 127 136 145 154 163 172 181 190 199 208 217

1278
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3CTGCCTIGT GG AGGCAGGCGAGAGAGGCAGCGAGIGGGCCTGAGAGGTGGTCTTCACTGGGCTGGAGGCTIGCCTGGATCACTTC TTGCTTCEGTGTAGCCCATTTGTCTC
226 235 244 253 262 271 280 289 298 307 316 325 334

1278
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GGGCCTCCACCAGCTCTCTGACTGTACCCCCAGAGACCTCATAGTTGTCCAT GTGTTTTGG GGAGCAGGACTCAGCCGG GGCATTATT GTATCCCCAGACCT T

343 352 361 370 379 388 397 4086 415 424 433 442 45
1278
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ICT GCGCCAGAGTAGLC ECAGTTITTTGTCTGGATCA GG TTTCTAGT e AT A G E e A GE T T EACAT O T TCAGCCR GG TTTCATGT CTECE TTGTEE TR GT TR
1 460 469 478 487 496 505 514 523 532 541 550 559
1278 Pocl
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TCAGATGT T OT6E EE TECATAT GG TT T CECGATTT TATGT TACCTGCCAGC TG GTGGCCATATC TAGAGGCGTGGT TCCAGGCAC ETCCTTCATCCTCT
568 577 586 595 604 613 622 631 640 649 658 667
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>Eu__mn

125 ABAf_BGHrev_H08_23 Inst Model/Name 3500/3500 Instrument
) Biosystems 07018, 08125 _ASAL A LR
y 07018_08125_A5Af_BGHrev Jan 20,2015 05:26PM, JST
S/N G:333 A:315 T:306 C:266 KB_3500_POP7_BDTv3.mob Jan 20,2015 06:00PM, JST
KB.bcp Pts 1410 to 12503 Pk1 Loc:1387 Spacing:11.01 Pts/Panel1350
KB 1418 Cap:23 Version 5.4 HiSQV Bases: 963 Plate Name: 20150120_mix
CCTGCATTTTCCOCAAGAGTCATCCAGGTCATAGAGAGGETC GTTCTCCACCAGGGGATCTGCTCCTGCTGCTTTGAGARGAGCTGCCAGCC TEGGTGGACCCT
676 685 694 703 712 721 730 739 748 757 766 775
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CTCCCAGC TGCTATATG CAGGG GTGTEGTTCCATCGTAGG TAGTACTGTCCE n@qmmo TCACCCTCCAGG AGCAGGCAGEE TECC ATGT TG
784 793 802 811 820 829 838 847 856 865 874
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TCGTGC TCCACAGCCAGGTGCAGTGCTGTGECGCCCEEGACTTCTGC TCCTGAGCATTG ACGTCAGCCCCAGC COCACCAGCAGEAGE
883 892 901 510 919 928 937 946 / | 955 964
1278 MNM_060%998.3
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C A TGEG C CCCTATTGCTCATCATCEG C TAG ATGAA TG €A ITTCAG ACCGE TC CCCG TT GGG & T ¢ e G GTTAE |
973 982 991 1000 1009 1018 1027 1036 1
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145 1054 1063 1072 1081 1090 1099
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