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clone name : pCMV5a—-AID-c—Myc—His

@ Clone ID

® Lot

@® DNA Concentration
@® Volume

@® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 08057

08057 _ A4F2

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
10.0
8.0

4.0
3.0

1.5
1.2
1.0

01

Erectrophoresis :

45  nanogram DNA per lane ;

Restriction enzyme

% agarose gel , 1 x TAE Buffer

Expected size of fragment

EcoRI 5.5 kbp
R kbp

EcoRI + Sall 48,07 kbp
kbp

kbp

@® Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

CMV-Forward

Sequence — B

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.riken jp/index.html



» Applied

W.Om<mﬁm3m 08057_08057_A4F2_CMV-Foward_D10_10 Inst Model/Name 3500/3500 Instrument
08057_08057_A4F2_CMV-Foward Jun 05,2014 01:48PM, JST
S/N G:29 A:26 T:18 C:19 primer name : CMV-Forward KB_3500_POP7_BDTv3.mob Jun 05,2014 02:14PM, JST
KB.bcp y Pts 1440 to 13556 Pk1 Loc:1417 Spacing:12.13 Pts/Panel1350
= AAAATCAACGGGACTT-3 ) . :
KB1.4.1.8 Cap:10 5-GCACC Version 5.4 HiSQV Bases: 1010 Plate Name: 20140605_mix
TG IATTE CCCCQG CCCCGE TTG iCGCiA/TGGGC GGTAGGCGTGTACG GTGGGAGGTCTATATAAGCAGAGCTCGTTIAGTGAACCGTCCAG! i,noooﬂmmum CAGCET T
1 11 21 31 41 51 61 71 Call 81 91FeRL 101 STREL 111
R CTOY - 3
1266 C v : v by (n5er )_%PHU
promotet pEuhG - B.@ %)
633
0 KMM N MKK%?QL | )
T GATGAAG QR 6 AAGTT TET TEACGCAT T T TETCCGCTGGGCCALAGEE ACGGCATGAGACCTACCTCTGCTACGTGGTGAAGAGGAGAGATAGTGCCACCTCCTGE
121 131 141 151 161 171 181 191 201 211 221
1266
633 »
0 \
TCACTGGACTTCGGCCACCTTCGCAACAAGTC TGGCTGCCACGTGGAAT TGTTGTTCCTACGCTACATCTCAGACTGGGACCTGGACCCGGGCCGGTGTTIACCGCGICACCIGG
231 241 251 261 271 281 291 301 311 321 331 34
1266
633
0 | A [\
TTCACCTCCTGGAGCCCGTGCTATGACTGT GCCCGGCACGT GGCTGAGTTTCTGAGATGGAACCCTAACCTCAGCCTGAGGATT TTCACCGCGCGCCTCTACTTCTGT GAAG
L 351 361 371 381 391 401 411 421 431 441 451
1266
o AL | , |
0 Y » — » ) —
CCGCAAGCGCTGAGCCTGAGGGGECTGCGGAGACTGCACCGCGCTGGGGTCCAGATC GGGATCATGACCTTC GACTATTTT TACTGCTGGAATACATTTGTAG TEET
461 471 481 491 501 81T 521 531 541 551 561
1266
%%5%%?%? ! , )
CTTTCAAAGCCTGGGAAGGGCT ACATGAAAATTCT GTCCGGC TAACCAGACAACT TCGGCGCATCCTTTTGCCCTTGTACGAAGTCGATGACTTGCGAGATGE
571 581 591 601 611 621 631 641 651 661 671
1266
ot o At 0
0 _ &
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 Applied

Biosystems 08057_08057_A4F2_CMV-Foward_D10_10 Inst Model/Name 3500/3500 Instrument
08057_08057_A4F2_CMV-Foward Jun 05,2014 01:48PM, JST
SIN G:29 A:26 T:18 C:19 KB_3500_POP7_BDTv3.mob Jun 05,2014 02:14PM, JST
KB.bcp Pts 1440 to 13556 Pk1 Loc:1417 Spacing:12.13 Pts/Panel1350
KB 1418 Cap:10 Version 5.4 HiSQV Bases: 1010 Plate Name: 20140605_mix
_ TTTCGTATGTTGGGATTTGGTACCAAGCTTGGGCCC|GAAC \C TCATCTCAGAAGAGGBATCT TAGCGCCETCGAck ATC ‘M__n in e_o TezmreaferTt
681 691 : WL 1 721 731 741 751 761 771 781
_ﬂ?‘;‘ Hiod T . Sall maq_u
1266 Myc L% His
. ;iéé?ég??%?%
0 NN
CGGT CTCCAGCTTAACCT CG AGE GCClAC TGGGTGG CATC CCTGTGACCCCTCCCCAGTGCCTCTCCTGGECCTEE ITECCAL TCE IGTECECACCAGCCTTG
)\/\((1((4(
791 801X ol /811 Sl 821 831 841 851 861 871 881 891
(NgeDy Em——'2 /\.mn\.ﬁ.oﬁ
1266 lngert <]
633
0 %5%5 $
ielois i AGT TGCATCATTTTGTCTGACTAGGTGTCCTTCTATAATAT TATGEGGG TGG AGEGGGGGG TGGTATGG AGC GG GG CAAG TIGGGH
901 911 921 931 941 951 961 971 981 991
1266
633
0 @ggig«%@o@%%é%%
CCTGITAGGEE CCTGCGEGETICTATT GGG A FCC (GC TG BGITGE AG TGG CCAC C 1TEBE ¢ TCAAL TG CAPA T CTTCE G CCC
1001 1011 1021 1031 1041 1051 1061 1071 1081
1266
633
o e e e e e e e e e e e e e ———
1T ¢ TGEGGERTTE ARG GG TTCCT CCC 16 € TC AG C& T LCC G G TTG T GG G T CCCAA G ¢e 166 €
1091 1101 1111 1959 1131 1141 1151
1266
633
0
1266
633
0 S e A e e S ar i =
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