P-1 Gene Engineering Division
RIKEN BioResource Research Center

E RIKEN DNA BANK clone name : pEF-mIL6

B
@ Clone ID ¢ RDB _ 07954
® Lot . 07954 AOKa
@ DNA Concentration = 25 nanogram/microliter
@® Volume * 40 microliter
® Form : DNA solution in TE buffer
@ Host *  DH5 alpha
@ Culture : LB medium
@ Antibiotics s 100 microgram/ml Ampicillin
@ Purification . QIAGEN QIlAprep Spin Miniprep kit
@ Digestion by restriction enzyme
1 kb Plus DNA Ladder 07954 T
(NEB#N3200L), <
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Electrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
Xhol 3 6.0 kbp
Xbal : 6.0 kbp

XhoI+Xbal : 5.0, 0.9 kbp
] kbp

@ Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID Primer name Confirmed feature
Sequence - A Pro031 hGCSF_R insert,EF1 alpha pro
Sequence - B - - -

Sequence - C - - -

Sequence - D - B -

Sequence - E - - -

Sequence - F - - -

Sequence - G - - -

Sequence - H - - -
APPROVED BY :

http://dna.brc.riken,jp



) Applied
Nx.w Biosystems RDB7954_3_hGCSF_R_E11_14 Inst Model/Name 3500/3500 Instrument

s RDB7954_3 hGCSF_R Apr 18,2002 09:22AM, JST
S/N G:424 A:231 T:600 C:474 primername A :  hGCSF-R KB_3500_POP7_BDTv3.mob Apr 18,2002 09:49AM, JST
KB.bcp 5 TATTAAACAGGGATTTCTTG -3' Pts 1323 to 13170 Pk1 Loc:1300 Spacing:11.75 Pts/Panel1350
KB 1.4.18 Cap:14 Version 6.0 HiSQV Bases: 949 Plate Name: 20120418_mix
GG GG TC. BT TCA G CCCAGG TGG GG ICCCTCACTCTAGAGGITCTACTAG TCATAT G GATCACAAACTGATATGC TTAG GCATAACGCACTA GG TTTECCGAG
1 10 19 28 37 46 55 64 3 82 91 100 109
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TAGATCTCAAARAGTGACT TT TAGAAATTCTTCAAGTGATTTCAAGATGART T GGAT GGTCTTGGTCCTTAGCCACTCCT TCTEGTGACTCCAGCTTATCT mq,,_1....,nm.mm.p.mnr.ﬂ.wmm,
118 127 136 145 154 163 172 181 190 199 208 217
1124

| I VAWV |

AARTTGGGGTAGGAAGGACTATTTTATGTAAATC T TTTACCTC TTGGT TGAAGATATGAAT TAGAGT TTCT GTATCTCTCTGAAGGACTCTGGCTTTGTCTT TCTTGT TATCT
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GTGTAATTAAGCCTCCGACTTGTGAAGT GGTATAGACAGGTCTGTTGGGAGTGGTATCCTCTGTGAAGTCTCCTCTCCGGACT TGTGAAGTAG GGAA Omﬁom.wmmﬁﬁmqn;
568 S0 586 595 604 613 622 631 640 649 658 667
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> Applied
Eow Biosystems RDB7954_3_hGCSF_R_E11_14 Inst Model/Name 3500/3500 Instrument

RDB7954_3_hGCSF_R Apr 18,2002 09:22AM, JST
S/N G:424 A:231 T:600 C:474 KB_3500_POP7_BDTv3.mob Apr 18,2002 09:49AM, JST
KB.bcp Pts 1323 to 13170 Pk1 Loc:1300 Spacing:11.75 Pts/Panel1350
KB 1.4.1.8 Cap:14 Version 6.0 HiSQV Bases: 949 Plate Name: 20120418_mix
CCAGCATCAGTCCCAAGAAGGCAACTGGATGGAAGTCTCTTGCAGAGAGGAACT e-b.momQHHHOHOO,m‘n,ﬂﬂo.‘,.Oe,ﬁmenmOv.n.%OOOOOO GTACCGAATTCCITCAC mv.o,
676 685 694 703 712 721 730 739 748 757 766 775 784
IL6 BamH 1 kpnl  EwR1
1424
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0
ACCTGAAATGGAAGAAAAARAACTTTGAACCACTGTCTGAGGC TTGAGAATGAACCAAGATCCAAACTCAAAAAGGGCAAATTCCAAGGAGAATT ACATCAAGTGCC CAAGCT
793 802 811 820 829 838 847 856 865 874 883 892
o pro
1124 EFlap
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0
GEGCCTAACT TCAGTCTCCACCCACTCAGTGCGTEGEGGCGGAAACTCCATCGCATAAAACCCCTCCCCCCAALCC TRAAGACGACCS TAC TCCAAANGC TCCAGAACTAA TC OEA
901 910 919 928 937 946 955 964 973 982 991 1000
Xhol
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5 GTGCC TGCG AC GCGC GCCC GG TAC TCC G TGCG AGTCACATGAAGCGAC GGCTG A O_.w..o EGCAAA CG C. CTT-TT I C BT B T GET-CGEGEERT G AC P C A CLO OT
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