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clone name : pEF-BOS

® Clone ID

® Lot

@® DNA Concentration
® Volume

® Form

@ Host

@® Culture

@ Antibiotics

@ Purification

: RDB _ 07939
07939 _ A6Cm

25 nanogram/microliter

40 microliter

. DNA solution in TE buffer

DH5 alpha

100 microgram/ml Ampicillin

QIAGEN QlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

1 kb Plus DNA Ladder
(NEB#N3200L),
250 ng/well
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Electrophoresis : 100 nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Restriction enzyme Expected size of fragment
BglIl : 5.7 kbp
EcoRI : 4.6, 1.1 kbp
kbp
kbp

@ Confirmation of the insertion sequence
Please be sure to check our sequence analysis results before your request.

Sequence name | Primer ID |

Primer name Confirmed feature

Sequence - A Pr0168

EF1a-C_F EF-1 alpha pro,hG-CSF pA

Sequence - B -

Sequence - C -

Sequence - D -

Sequence - E -

Sequence - F -

Sequence - G -

Sequence - H -

APPROVED BY :

http://dna.brc.riken jp




_ Applied 07939_07939_ABEp_EF1a-C_F_B09_06 Inst Model/Name 3500/3500 Instrument

" Bio m
Systems 07939_07939_ABEp_EF1a-C_F May 31,2016 02:11PM, JST
SIN G:25 A:25 T:21 C:33 primer name A @ EF1a-C_F KB_3500_POP7_BDTv3.mob May 31,2016 02:37PM, JST
KB.bcp 5-AGTTAGGCCAG _ Pts 1400 to 12735 Pk1 Loc:1377 Spacing:11.36 Pts/Panel1350
KB1.4.1.8 Cap6 CTTGGCACTTGATG-3 Version 6.0 HiSQV Bases: 998 Plate Name: 20160531_mix
TICC TIGG6 ATTHCE T TTTT GAG T1T & GETCT TG G TTCATT T CFAG CC TCAG ACAG TGGTTC GTTTTTTTCTTCCATTTCAGG TGTCGTG AGGAATTCTCTAGAG
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CGGGTCCCCACC TEGGGACCC TTG AGAGTATCAGGT CTCCCACGE TGGGAG ACA ! TCECTETTT TATT'T CAGCAGTGTTECCCCATCTGGEGGTCCITEGCACCCET
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» Applied

07939_07939_ABEp_EF1a-C_F_B09_06 Inst Model/Name 3500/3500 Instrument
W_Om<mﬁm3m 07939_07939_A6Ep_EF1a-C_F May 31,2016 02;11PM, JST
SIN G:25 A:25T:21 C:33 KB_3500_POP7_BDTv3.mob May 31,2016 02:37PM, JST
KB.bcp Pts 1400 to 12735 Pk1 Loc:1377 Spacing:11.36 Pts/Panel1350
KB 1418 Cap#6 Version 6.0 HiSQV Bases: 998 Plate Name: 20160531_mix
¢ ACTC TGEGCE TCAGCEEACTGCACAS GGG EECCTE CATCCEE T'TC GO TETCAGGCCC CTGCACAAGCAGAGETG GECALG AG CTE GGAG GC ATE GECE TGE & 6T CE
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3GGGACACCTGCCCTGCCCCCACG GGG TCAGGACTGTG ACTCTTTTTT AGGG CCCAGGCAGG TGCC TGG CRATTTIGE G T E T G—=C G BTG
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