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clone name : pGL3-AID R1+R4 full

@ Clone ID

® Lot

@® DNA Concentration
@ Volume

® Form

@ Host

@ Culture

@ Antibiotics

@ Purification

@ Digestion by restriction enzyme

RDB _ 07880

07880 _ A3Af

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

(kb)
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Erectrophoresis :

Restriction enzyme

54

nanogram DNA per lane ; 1% agarose gel , 1 x TAE Buffer

Expected size of fragment

Kpnl 7.8 kbp
Ncol 5.6, 2.2 kbp
Kpnl + Ncol 48,22, 08 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

pGL3 RV3

Sequence — B

pGL3_RV6R

Sequence - C

Sequence — D

APPROVED BY :

http://dna.brec.riken jp/index.html



. Applnea 7880_7880_A3Af pGL3-Rv3_E02_14 Inst Model/Name 3500/3500 Instrument

© Biosystems
y 7880_7880_A3Af_pGL3-Rv3 Apr 22,2013 05:26PM, JST
S/N G:80 A:32 T:40 C:20 Primer A : pGL3-RV3 KB_3500_POP7_BDTv3.mob Apr 22,2013 05:53PM, JST
KB.bcp Ny o Pts 1445 to 12915 Pk1 Loc: 1422 Spacing:11.52 Pts/Panel1350
KB 1.4.1.8 Cap:14 5-CTAGC TAGGCTGTCC-3 Version 5.4 HiSQV Bases: 706 Plate Name: 130422_DNABANK
GCGITAG GGG CIG ACATTTCTCIATC GETAGGTI/CCICACCACTCTCGGCTGTTCTGGAACTCTC TGTARCCTCGGGC TGTATGAGTGTATGTGAGTCTGTGTATATGGGTGT(
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IGGGGGGGTG AGAGTAT ATGAGTGTATGTGAGTGTG TATGTATGGGTGTGAGGT GTGTGTGTGTATGAGTGTGTGIATGAGTGT GTGTATGACTGTGTGTGAGTGTG TG TATAT
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'GGGGGGGTGALCCCCGATGCT TTCCA GAGACCGCCAGCCCCTCATGC TG GC CAT? AACCTCACC TG TGTGTCTCATAGGG AMARGCGAGETEGTGAACT CCAG ATETCC
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CTCAGCTCAGCCGCAGGCGACTCGATTICCAAGTCACAG TATTTTTGCTTAAAAACIATGTGACCAAGTTIGGC TTGT GGTT TTTCAATAGAAGTTAATGAGGGGAAAGAG
345 353 361 369 377 385 393 401 409 417 425 433 441 449
952
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\GTT AATGAAGPARATARAAGTTGATCAAIACCCT G TARACTGETTTGCCGC TG TACCAGT TCCAAATTTCCCGGGACT GGA JART GGTTTTTG TA FICTAA GTGAGATCTC T
457 485 473 481 489 497 505 513 521 529 537 545 553 Bo “ 261
952
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TTCCTTCCTTTAGAAGAAGGC/AA TGATAGAATTTGGCTT TCTTACAAA TCAAGGGT TTTGTATTTGTTCCTATGGCATGTGTACGGC ATCTGTAAGAGAGGGTIT GG(
569 577 585 593 601 609 617 625 633 641 649 657 665 67
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~ Appneu

L3-RvBR_F02_17 Inst Model/Name 3500/3500 Instrument
) B et Ay 7880_7880_A3Af_pG _F02_
5y 7880_7880_A3Af_pGL3-Rv6R Apr 22,2013 05:26PM, JST
S/N G:213 A:137 T:170 C:157  primer name B : PGL3_RVER KB_3500_POP7_BDTv3.mob Apr 22,2013 05:53PM, JST
KB.bcp . , Pts 1503 to 13370 Pk1 Loc:1480 Spacing:11.88 Pts/Panel1350
KB 1.41.8 Cap:17 T GNLASCOTTATGOAGTTCRTC-3 Version 5.4 HiSQV Bases: 879~ start . Plate Name: 130422_DNABANK
¢T AT(CG TC?G CGG ITAG AT GGC GOCGGGCCTTTCTTTATGTTTTTGGCG TCTTelA G Gl/TCGG TCTCCAGCGTGACT TTCT TGACTCCC TCAAAGTCTTAG G CCAAAGE
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GCTTGCTTCAAGCAAGGCTGCTTCAGTGCTGTTGTGTGICAGAGCRCTGGCCCCTGGCATTCAAATCTGAGCTTGCTCTTGTGGGCICCTCCCCCACGACAGCATCACTAC)

HiodTl 128 127 136 145 154 163 172 181 190 199 208 217 .
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il B Sacl

AGTGACTT? GTG GCCTTi TG GCACT TCAGT TGCATC T TGTGCT TETTGAACTTACAGTATETGT TECTTCCGTTTGTTACACTCAGT TTTATGEC TCA'GTAG
5 604 613 622 631 640 649 658 667
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