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clone name : pGL3-AID R2 del.—03

@® Clone ID

® Lot

@® DNA Concentration

@ Volume

@ Form

@ Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 07832

07832 _ A4Gi

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha

LB medium

100 microgram/ml Ampicillin

QIAGEN QIlAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well
(kb)
100 -
8.0 :
40 &l
3.0 2.0
15
1.2
10
0.5
0.1
Erectrophoresis : 43

Restriction enzyme

nanogram DNA per lane ;

Expected size of fragment

% agarose gel , 1 x TAE Buffer

Xbal 5.7 kbp
BamHI 48,09 kbp
kbp

kbp

kbp

@ Confirmation of the insertion sequence

Sequence name

Primer name

Sequence — A

ME_1290Rv

Sequence - B

pGL3 RV4

Sequence - C

Sequence - D

APPROVED BY :

http://dna.brc.rikenjp/index.html



Applied 07832_07832_A4Gi_ME_1290Rv_B12_06 Inst Model/Name 3500/3500 Instrument

'Biosystems
y 07832_07832_A4Gi_ME_1290Rv Jul 25,2014 01:54PM, JST
SIN G:147 A:130 T:157 C:185 primer name A : ME-12890Rv KB_3500_POP7_BDTv3.mob Jul 25,2014 02:21PM, JST
KB.bcp e i ; Pts 1344 to 13292 Pk1 Loc:1321 Spacing:11.93 Pts/Panel1350
CATAAGCTGCAATAAACAAGTTAACAAC-3 . A s
KB14.1.8 Caphb B 2 Version 5.4 HiSQV Bases: 974 Plate Name: 20140725_mix
TG CAITICATT TIATGTTT(A GGTTCAGGGGGACGTGTG GG AGGTT TT TTAAA GCAAGT ECTCTAG TGT GGTAARAATCGATAAGGGATCC/GCAGGG TGTTCT
1 i 21 31 41 B 61 gl 81 clal 9 BamHL fLO2 11
5 ehl
1048 [
524
0 A ANARA
TCAGATTCCAGAT TTTTEC TTTCT TGT CT TECTTC IT TCT TTTT ETTACLCE TTETEE TACCCCE TC TTET FETCCCEE TCHTC CTCT TCCTCER TC:C TECEGEAT STE T'TECCY
121 131 141 151 161 171 181 191 201 211 221

iE
(Cy golh b ; (22554699 (22655599 )

:,\..:?.::EE_;r:E::::::_..s;:::E:::.:E_E:E: AN AR

ITCCT T TCTECCT CCTCECCEC T EOTE T TeCeeMICRXCETC TTCCCCE TETT CCTCCT CT TCC TCCTCEE T TCTCLT GETCCCCATETETT TECC TCETC TTE TECETC CTELCT
231 241 2al C261 271 281 291 301 311 321 351

1048
524

:» —::: AV AN :;T:::::_:::.:::::.:::r::::::::::::::, »

SETCE DT TEEECeT I TCETE PTCCSCOTCCTEeTOTTOET TITC T T Teo TCCTITETCUTCECCCC TCMCE TCCCCE TTTCET EETCCCA UTE TECLT CACCCCTATIEAG
341 351 361 371 381 £ 401 411 421 431 441 [

GGACCACATTGAAGACCTCACACATGC TAGACAAGTAATC TGCCACTTAATTACATCC TGAGCCC TCARRARGCAAACAGACAGACAGACAGACAGACAGACAGACAGAC
451 461 471 481 491 501 511 521 531 541 a3b1 561

nCAAACAAATGTTCACA GGAGGCAGGCAGARCAGCCTGAGCTGCTTCTGGGTT TATAGT GAATTT TGARACCAAATCT GAGATCTATGTCCTGATGGAGAAGGGTCCGAGAG
571 581 591 601 611 621 631 641 m —H—\ 651 661 6
a

1048
524
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Applied

\\ 7832_07832_A4Gi_Rv4_C12_09 Inst Model/Name 3500/3500 Instrument
) Biosystems OFa32. PIGRE AMGILRYA G121
y 07832_07832_A4Gi_Rv4 Jul 25,2014 01:54PM, JST
SIN G:498 A:253 T:276 C:296 primer name @ . pGL3_RV4 KB_3500_POP7_BDTv3.mob Jul 25,2014 02:21PM, JST
KB.bcp = Pts 1481 to 14242 Pk1 Loc:1458 Spacing:12.91 Pts/Panel1350
5'- ' i . .
KB1.418 Cap9 GACGATAGTCATGCCCCGCG-3 Version 5.4 HiSQV Bases: 741 Plate Name: 20140725_mix
T CAGGIC 'G A TG GG TTGAGGCTCTCA GG GCATCG GTCGACG G ATCECCCE TCARCTCIAGC TAGGAGCC TATT TC(AGC TCCUTC TCC TCGGGATGTCCCTCCCGG T2
1 8 15 29 29 36 — 43 | 50 57 64 71 78 85 92 99 106
1080 ?mml\ ( e 0009726 " (2255 6ES | 2255557 )
e w ™ vl
| [ »
0 LYY ) NV
AGGAGGACTTTGC TAGGTGGTGTCCCAAACCTGTAGAT CGCCAGCTGC TGAGACAGCTGTGCTCC TTGAGGCAGAACCT TAGCTGC TTCCCCAGCAATGCAAACCAGACTCARY
113 120 127 134 141 148 155 162 169 176 183 190 197 204 211 218
1080
540
0 )
3GGGTTAAAAATAATCCCAGCCTAGTAGCAGGGC TGCCT TGAGT TACTCGC TGC CCT TGC TCCAGTCCGTGCCGTGCCATCCTGTGTCTCTCCACTGTCTTGTTTGC TTCTCCC)
225 232 239 246 253 260 267 274 281 288 295 302 309 316 323 330
1080
540
0 /\
I GAATCTCAGCCTCGTCTTTGCT TTGCATTT TGCCATGC TCATGCATTTCTCTCGGACCCTTCTCCATCAGGACATAGAT CTCAGATTTGGT TTCAAAAT TCACTATAAACCCA
337 344 351 358 365 372 379 386 393 400 407 414 421 428 435 442 44
og L
1080

. f | v} VT VA

GAAGCAGCTCAGGCTGTCTGCCTGCCTCCTGTGARCAT TTG TT TGTTTGTCT GTCTGTCTGTCTGTCTGTC TGTCTGTCTGTTTGCTTTTTGAGGGC TCAG GATGTARATT]

9 456 463 470 477 484 481 498 505 512 519 526 533 540 547 554 %
1080
i '\ \
0 (| , » . () 08080 (Y Co N )
GTGGCAGATTACT TETCTAGCATGTGTGAGG TCTTCAATGTG GTCCCTG AT GGGGTGAGGGAGAGTGGGAGGAGGAALRGG GGG AGGAGAGGGGGGGATCIAG LGG12
361 568 575 582 589 596 603 610 617 624 631 638 645 652 659 666
1080
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