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clone name : pGL3-AID R1 del.-03

@ Clone ID

® Lot

@ DNA Concentration
® Volume

@® Form

@® Host

@ Culture

@ Antibiotics

@ Purification

RDB _ 07826

07826 _ A4Gi

25 nanogram/microliter

40 microliter

DNA solution in TE buffer

DH5 alpha
LB medium

100 microgram/ml Ampicillin

QIAGEN QIAprep Spin Miniprep kit

@ Digestion by restriction enzyme

2-Log DNA Ladder
(NEB#N3200L),
125 ng/well

07826

Erectrophoresis : 43

Restriction enzyme

Expected size of fragment

nanogram DNA per lane ; 1% agarose gel . 1 x TAE Buffer

Ncol 5.8 kbp
Xhol 5.8 kbp
Ncol + Xhol 48,10 kbp
kbp

kbp

@ Confirmation of the insertion sequence

Sequence name Primer name

Sequence — A pGL4-4174F

Sequence - B Luc R

Sequence — C =

Sequence — D -

APPROVED BY :

http://dna.brc.riken jp/index.html



"\ Applied 07826_07826_A4Gi_pGL4-4174F_B11_05

Inst Model/Name 3500/3500 Instrument

» =" Biosystems
y 07826_07826_A4Gi_pGL4-4174F Jul 25,2014 01:54PM, JST
SIN G:689 A:644 T:443C:430  Primer A : pGL4-4174F KB_3500_POP7_BDTv3.mob Jul 25,2014 02:21PM, JST
KB.bcp , Pts 1347 to 13372 Pk1 Loc:1324 Spacing:11.81 Pts/Panel1350
KB 1.4.1.8 Cap:5 5"TAGCAAAATAGGCTGTCCCC-3 Version 5.4 HiSQV Bases: 1018 Plate Name: 20140725_mix
(CARG (T CAG ACAT TTCTCIATCGATAGGTACCGAGCTCTTACGCGIGCTAGCCCGGG CTCGAGAGICCAGCCAGAGG AGCTACATAATGACACCC TATTTT AG
1 i 21 (gl T Gacl 41 Ml 5T el Smal. 6 Xholl el 81 o 101 1]
. VTSRO S = f 7,/ iy
1593 Wﬂj% veeldr ¢ mg L3Y) K _ nsegt - _n/ﬁ\ - _r\\.ﬁxﬂﬁﬁ.\ (6057 \ = J
Gl
0 [\ —
GAAGGGAAGGAAGGAAGGRAGGAAGGAAGGAAGGAAGGAAGGARGGAAGCAAAGGATGT TCTTCCAGATGATCAGGGT TCAGATCCCAG CARGCACACATGGT GGCTT TCAAC
11 R 121 131 141 151 161 171 181 191 201 211 221
7 NC. 00679 b ( (22552 F 0! )
1227 N{- 0800/ -
611 » —
0
TGCCTGCTGGTCCTCTGCAATAGAAGTAAGTGCTCTTAATCACTGGGCCAGC TCTCCAGGCCTCCAGT! GGTATTTTTAATGAGGAS? AGGAGTTCTTTTTTTTTTTAATAC
231 241 251 261 271 281 291 301 311 321 331
1222
6171 P »
; \
TTTTTGACACACACACACACAC \TTAAAATAAATCACTTTTTGGT GC/ GCAACTAGTCTTTCTAGCTATCTTATAARTGTCATTT TAA LG TATATTAGAG
341 351 361 371 381 391 401 411 421 431 441 4
1222
611
0 M :
TTGGGAGGC TAARAGT TCAC TCTCTGGATECTGTGGTGGT CAACCCCCATC TCTACTGAGGCAT \CTGAGTGTAACAAACGGAAGGAACAGATACTGTAAGTT CAAGAAG
51 461 471 481 491 501 511 521 531 541 551 561
1222
61l
0 U | VI AR A\ [y
CACAAGAT GCAACTGAAGTGCCAT TTAAGGCCACTT TAAGT CACTATGACT GCTATCATTCTTGT TATCATAGT TTT ATTAGGAAGTATGCACAGACCTTAGGT GTGAT
571 581 591 601 611 621 631 641 651 661 671
1222
611
0 A NVVYIVY 1A (V) [\ [V A\ )
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 Applied

07826 _07826_A4Gi_Luc_R_C11_08 Inst Model/Name 3500/3500 Instrument
te = ~ ol
W_Om<m L 07826_07826_A4Gi_Luc_R Jul 25,2014 01:54PM, JST
S/N G:457 A:334 T:350 C:348 primer name  : Luc_R KB_3500_POP7_BDTv3.mob Jul 25,2014 02:21PM, JST
KB.bcp 5 ATGTCC n . Pts 1358 to 13120 Pk1 Loc:1335 Spacing:11.85 Pts/Panel1350
KB1418 Cap8 ; ACCTCGATATGTG-3"  vgrsion 54 HiSQV Bases: 989 Plate Name: 20140725_mix
(T CG TITCAG G CAGEE CRTITETCT TCATAGCET TAT CCAGT TGE TC.TCLAS EGGE TTCCATC TTCCAG CGG ATAG 2 TGGCGCOCEGGECTTTCTTIATGTTTTTGGE
1 11 21 31 41 51 61 Al 81 91 101 13
1260 c
SOl
630 ot
0 TNASAN SR SV Vi) _ \ W)
Lnjm ﬂo OQOAAO@‘HDO TCGGETCTCCAGCGTGACTTTCT T GACTCCCTCARAGT CTTAGGCCE GGAAGCTTGCTTCAAGC GGCTGCTTCAGTGC TGTTGTGTGACAGAGCACTG(
\ . 1 MNeoLlt21, 131 141 151 161 171 Hind T 181 191 201 211 221
<5 NC_000072.6 (2255390 -
1260 VectaY NC. / 7 )
630
0 |
sCCCCTGGCATTCA TCTGAGCTTGCTCT TGT GGGCTCECTCCCECACGACAGCATCACTACCACCAGGTATC CY ACATCTGCCTCC TGGGTTGGGTECAGT GATGGGCGGY
231 241 251 261 271 281 291 301 311 321 331
1260
630
. | |
3GCTETGGTGGGCAAAGCCACACGGE ATTAAATGATTGGGGBGGG GG GECCAGTTCTGC TCATGCTTAAT GTCCAL CTTCCTTCGAGGCTGT TCCTCTAZ AAGCCAGCCCAGGT
341 351 361 371 381 381 401 411 421 431 441 451
1260
i oal I
0 \ | WA AN A A WA VAV A A ]
TCACAGGETAACAAAGATCAGGAGACAATAGCACTGGACACTTC TCACATTG GTAT CATGATR TGAGCTCTGTGAGTGTETG TG TGTGTGTGTGTGGTCCCGGGEGTATCACAC
461 471 481 491 501 511 A)nﬂ.w 521 531 541 551 561
1260
el AL
o VWA AN E:,E; | :E...;. AN ,E::.::»:;E:EE,E; fng/ ) a0y
CT&2 GETE TET GCATACTTCCS TAAT TTTY A CH TGATAGCAGTCATAGTGACTTAAAGTGGCCT ATG GCACTTCAGTT GEATC GETTCT
571 581 591 601 611 621 631 641 651 661 671
1260
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